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NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPVAMITA 83
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 YGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDT..TENALENKLLIGRSLPIQQLRIAIKKIARSQAPVFVTG 168
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 RAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLLLANHFIQKICMEWETPPK 338
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 QLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQSIQTTVAAPQAV..KKLPSEGLER 421
NTDB id 73222 GDM11 RS05535 WP 012437607.1 LLTQSALDALDTYGFPGNVRELENILERALALAEDDQISASDLRLPAHGGHRLA...ASPG..TAAVEPREAVVDIDPASSALPS 419
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGASQE...GAAS...........L....SEIDNLED 400
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