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NTDB id 1284 ACE17W RS12370 WP 010946666.1 VNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKV 225
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 RMTILSKGDYGHFVYQVNKQFM.VDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQ 304
NTDB id 1257 GCO85 RS04855 WP 163621000.1 RMTILSKGDYGHFVYQVNKQFM.VDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQ 304
NTDB id 73136 GZN30 RS14200 WP 075651892.1 ELTAQIEGAFRYHY.QLNDHLLEVIVQSVEPNK.....GEELSLPAKNMSINFQDVPVRNVLQLIAQYNGFNLVMADSVS 176
NTDB id 1186 GTF74 RS01320 WP 000788426.1 QLVVTVDGEFQHDY.TLKGKYLEVVISKLKADEK.PKPKSVLEKEGKLISINFQDIPVRNVLQLIADYNGFNLVVSDSVV 190
NTDB id 1175 A1552VC RS12105 WP 000788426.1 QLVVTVDGEFQHDY.TLKGKYLEVVISKLKADEK.PKPKSVLEKEGKLISINFQDIPVRNVLQLIADYNGFNLVVSDSVV 190
NTDB id 1408 DSB67 RS13980 WP 010643500.1 RLVAYIDEDYSHDY.RLTGRYLEVKVGKLKANEK.APDKSILDKEGKLISINFQDIPVRNVLQLIADYNQFNLVVSDSVE 191
NTDB id 1009 ACIAD RS15175 WP 004923730.1 VISIQSTGSYEYMAYQAENKLT.ISLKRPQ.DNVRLNSKNNQNYTGKKISLDFQDIEVRRVLQLLADFTNINMVTADSVQ 296
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 GDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAVL 384
NTDB id 1257 GCO85 RS04855 WP 163621000.1 GDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAVL 384
NTDB id 73136 GZN30 RS14200 WP 075651892.1 GNISLRLDEVPWTQILDVILQVKGLAKHVDGNVVIVAPLAEIEQREQIRLEQARLESERVGFQSQIIKVNFANASDIAEL 256
NTDB id 1186 GTF74 RS01320 WP 000788426.1 GNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLREKQALEKARLAEELGDLKSEIIKINFAKASDIAAM 270
NTDB id 1175 A1552VC RS12105 WP 000788426.1 GNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLREKQALEKARLAEELGDLKSEIIKINFAKASDIAAM 270
NTDB id 1408 DSB67 RS13980 WP 010643500.1 GNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILVAPKDELDLREKQQLEKQKLEKEIGELSSEIIKVNFAKASDIAEM 271
NTDB id 1009 ACIAD RS15175 WP 004923730.1 GNITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKYAKAADIEKL 376
NTDB id 1193 PAKAF RS26665 WP 003161249.1 GNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAADIAKL 395
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 IKDKQ......................NSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQVLIEARIVE 442
NTDB id 1257 GCO85 RS04855 WP 163621000.1 IKDKQ......................NSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQVLIEARIVE 442
NTDB id 73136 GZN30 RS14200 WP 075651892.1 VGGEG.....................VTGMLSERGTVRVDERTNSLLIRDFSTNIDAVREIIAALDVPIKQVQIEARIVT 315
NTDB id 1186 GTF74 RS01320 WP 000788426.1 IGGEG.....................NVNMLSERGSISIDERTNSLLIRELPDNIAVIREIIESLDIPVKQVQIEARIVT 329
NTDB id 1175 A1552VC RS12105 WP 000788426.1 IGGEG.....................NVNMLSERGSISIDERTNSLLIRELPDNIAVIREIIESLDIPVKQVQIEARIVT 329
NTDB id 1408 DSB67 RS13980 WP 010643500.1 INGEG.....................NISMLSDRGSMTIDERTNSLLIRELPENIEVIREIIESLDIPVKQVQIEARIVT 330
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ITQGRNSGTSNSNTNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLLDIPVKQVMIEARIVR 456
NTDB id 1193 PAKAF RS26665 WP 003161249.1 FQSVTSDGGQEGK.................EGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPVRQVMIEARIVE 458
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 VTKDFSQDIGIRWGVSRPTH...LSG........TLEGAN....E...LARGTAPANVVPLERRLNLDLAAAPLTGATPA 504
NTDB id 1257 GCO85 RS04855 WP 163621000.1 VTKDFSQDIGIRWGVSRPTH...LSG........TLEGAN....E...LARGTAPANVVPLERRLNLDLAAVPLTGATPA 504
NTDB id 73136 GZN30 RS14200 WP 075651892.1 ISEGNLDELGVRWSVNSNDGR..LGA........SLEGNFDQRNQSQLLDANGSLLPDVDISELLNVNLAAAA...ANSS 382
NTDB id 1186 GTF74 RS01320 WP 000788426.1 VKEGNLEELGVRWGVMSTNGSHSVGG........SIESNLWQKGLLAD........DEFPVDEFLNVNLASTS...ANAS 390
NTDB id 1175 A1552VC RS12105 WP 000788426.1 VKEGNLEELGVRWGVMSTNGSHSVGG........SIESNLWQKGLLAD........DEFPVDEFLNVNLASTS...ANAS 390
NTDB id 1408 DSB67 RS13980 WP 010643500.1 INEGNMDELGVRWGFTSINGSHTVGG........SIENNLATIGLYDGGGEGDDGGSSVGIDDFLNVNLAATS...PNAT 399
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ATTSFSKEMGVKWGILSQGINQN.....SNLLVGGSETTLWNLRNPDSNGTYTI.....ERPDNLNVDLGVTT...TGAS 523
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ANVGYDKSLGVRWGGAYHKGNWSGYGKDGNIGIKDED..GMNCG..PIAGSCTFPTTGTSKSPSPFVDLGAKD....ATS 530
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NTDB id 1186 GTF74 RS01320 WP 000788426.1 SIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSSGA...STVAFKKAVLSLKVT 467
NTDB id 1175 A1552VC RS12105 WP 000788426.1 SIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSSGA...STVAFKKAVLSLKVT 467
NTDB id 1408 DSB67 RS13980 WP 010643500.1 SIAFQVAKLGSDTLLDLELSALQQESKAEIISSPRLITTNKKPAYIEQGTEIPYLESSSSGA...TSVTFKKAVLSLKVT 476
NTDB id 1009 ACIAD RS15175 WP 004923730.1 SIAFGLISL.SDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSFKEALLSLEVT 602
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 PQITPDGKILMDLQINQDTPSPQT.FLGVP...AIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVVGI 657
NTDB id 1257 GCO85 RS04855 WP 163621000.1 PQITPDGKILMDLQINQDTPSPQT.FLGVP...AIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVVGI 657
NTDB id 73136 GZN30 RS14200 WP 075651892.1 PQITPDNRLILDLNVTQDRPGEVL.KTGTGEAVSINTQRIGTQVLVENGETIVLGGIYQRSVTDTVDKVPLLGDLPLLGA 538
NTDB id 1186 GTF74 RS01320 WP 000788426.1 PQITPDNRLVLDLSVTQDRRGETV.KTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLPVLGA 546
NTDB id 1175 A1552VC RS12105 WP 000788426.1 PQITPDNRLVLDLSVTQDRRGETV.KTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLPVLGA 546
NTDB id 1408 DSB67 RS13980 WP 010643500.1 PQITPDNRLVLDLSVTQDRPGQVV.KTGTGEAVAIDTQRIGTQVLVNNGETVVLGGIFQHSITNSVDKVPLLGDLPLLGA 555
NTDB id 1009 ACIAD RS15175 WP 004923730.1 PNITPDGKILMELNIANDSINS.YAQNGEA...ILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPFLGDLPYVGR 678
NTDB id 1193 PAKAF RS26665 WP 003161249.1 PQITPDNRIIVEVKVTKDAPDYQNMLNGVP...PINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLGELPYLGR 682
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 LFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1257 GCO85 RS04855 WP 163621000.1 LFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 73136 GZN30 RS14200 WP 075651892.1 LFRRSYQQLGKSELLIFVTPKVVVH................ 563
NTDB id 1186 GTF74 RS01320 WP 000788426.1 LFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 LFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1408 DSB67 RS13980 WP 010643500.1 LFRRSYENVGKSELLIFVTPKVVIQ................ 580
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1193 PAKAF RS26665 WP 003161249.1 LFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
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