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NTDB id 1122 OK783 RS09595 WP 003705341.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRSFGSAQNALSA.PAEQVAPAVRHKHALEAWRNAEKRALARQAAEAALEW 76
NTDB id 1120 NGFG RS10355 WP 020997408.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRSFGSAQNALSA.PAEQVAPAVRHKHALEAWRNAEKRALARQAAEAALEW 76
NTDB id 1388 A4U84 RS04945 WP 062924099.1 .....MTHLTKLLALLQVPQLGAQRIGRLLSEVDFGE..FCQYDKTALKQMGWNERQIQRWFNP.....EHKWIDQALQW 68
NTDB id 1361 HI 0985 AAC22646.1 ....MNDITYTLLRLMQVPKLGGVGIDKILSNITLNE..LLNYDDVAFRQMGWGAIQIRRWFKP.....EAKFIEPALVW 69
NTDB id 1250 GCO85 RS13065 WP 027219989.1 .....MNNLQPLLALNRMKRIGPRTVLKLQK.RWPDLNLMFQLSSVDLEEAGLPSWLAQTIKNF.....DPDFIKTDLNW 69
NTDB id 1152 A1552VC RS00200 WP 000654772.1 ...MKDQDLAAWLALCFTPKLGSKTISHLLATRLPAQ..LQSFTPKQWLACGLKPEQLVFLTTQ.....AAKQAEQCLQW 70
NTDB id 73132 GZN30 RS13160 WP 075648191.1 ...MTEQALRAWLTLYFTPRLGGKGLQKLLAKASPNE..LLGWDGAQLQAAGLSNAQVAFIQQA.....SHDYIEQCLRW 70
NTDB id 1399 DSB67 RS15600 WP 010645755.1 MTPQNDIDLAAWLKLSCLPGIGGVKMNKLLSKDTPSN..IVQYSTEQLQLLGLTAKQLQAWSQV......DKEVDACLTW 72
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NTDB id 1122 OK783 RS09595 WP 003705341.1 EMR.DGCRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVRLLHKPSAAIVGSRHATPQAMRIAKDFGRALGGKGIPTVSGMA 155
NTDB id 1120 NGFG RS10355 WP 020997408.1 EMR.DGCRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVRLLHKPSAAIVGSRHATPQAMRIAKDFGRALGGKGIPTVSGMA 155
NTDB id 1388 A4U84 RS04945 WP 062924099.1 AEQ.DQQQILTLFDEDYPFLLKQISTAPPVLFVRGNVESLSLPQIAIVGSRDYSHYGEHWAGHFSAELVKHQLAVTSGLA 147
NTDB id 1361 HI 0985 AAC22646.1 SQK.EGNHLVNYFSPFYPFLLKQTASFPPLLFVKGNLTALSQRQMAMVGSRYCTTYGEYWAKHFATELSLAGFTITSGLA 148
NTDB id 1250 GCO85 RS13065 WP 027219989.1 LSSSENHHILTWDSPYYPALLKEIADPPFILYAKGELSALTQPSLAIVGSRNASVTGNENARAFSREISRHGVSIVSGLA 149
NTDB id 1152 A1552VC RS00200 WP 000654772.1 RSAANNRYIVTPHCPLYPRLLKEINSSPPVLFIEGIWEAVHDPAVAIVGSRNASVDGRQIARQFATELAQSGLVVTSGLA 150
NTDB id 73132 GZN30 RS13160 WP 075648191.1 RDEAPHHHIITLDDPRYPPLLAQVPVPPPLLFVKGELASLSLPQIAIVGSRHATIDGLQSAKNFARAMADQGLIVTSGLA 150
NTDB id 1399 DSB67 RS15600 WP 010645755.1 VAASSHHHILTLADALYPPLLKQTVAPPPLLFVKGEASCLPQPQIAMVGSRNASVDGLQHTRTFASDLVQHDLIVTSGLA 152
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NTDB id 1122 OK783 RS09595 WP 003705341.1 SGIDTAAHQGALEAEGGTVAVWGTGIDRIYPPANKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLVV 234
NTDB id 1120 NGFG RS10355 WP 020997408.1 SGIDTAAHQGALEAEGGTIAVWGTGIDRIYPPANKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLVV 234
NTDB id 1388 A4U84 RS04945 WP 062924099.1 IGIDGFCHQRAANENGITIAVLGSGLDQVYPARHKKLAEQIVETSGALVSEFFPSQPPIAENFPRRNRIISGLSLGTLVI 227
NTDB id 1361 HI 0985 AAC22646.1 LGIDGHCHQAVVNIQGQTIAVLGSGLEQIYPSKHQRLSAQIIENNGALVSEFLPNQAPIAANFPRRNRIISGLSVGTLVV 228
NTDB id 1250 GCO85 RS13065 WP 027219989.1 LGIDAHAHLGCLEGGGKTIAVLGTGIDCIYPRRHLKLAEQITE.NGLLLSEFPLKSPPIAGHFPLRNRIISGLSLCILVI 228
NTDB id 1152 A1552VC RS00200 WP 000654772.1 LGIDGYAHDGALQAQGQTVAVLGSGLAQVYPKQHQGLAERIIA.QGALVSEFAPHTPPKADHFPRRNRIISGLSLGVVVV 229
NTDB id 73132 GZN30 RS13160 WP 075648191.1 LGVDGHAHDGALQGGGKTVAVLGCGLNTIYPARHKQLAMRIEQ.QGALVSEFHPNILPKGANFPRRNRIISGLSLGVLVV 229
NTDB id 1399 DSB67 RS15600 WP 010645755.1 LGIDGHAHDGALLAGGKTIAVLGSGLEQVYPARHRGLAQRVAE.NGALVSEFRPDAKPRAENFPRRNRIISGLSLGVLVV 231
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NTDB id 1122 OK783 RS09595 WP 003705341.1 EAALESGSLITAGLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLTECLDDILNECPGLLQNTGASSYSINKDTPDTG 314
NTDB id 1120 NGFG RS10355 WP 020997408.1 EAALESGSLITAGLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLTECLDDILNECPGLLQNTGASSYSINKDTPDTG 314
NTDB id 1388 A4U84 RS04945 WP 062924099.1 EATVNSGSLITARYALEQGREVFALPNSVQNPYSEGCHKLIKEGALLVENVEDILEAIAWQRQS.VHIQPSL.FDTKP.. 303
NTDB id 1361 HI 0985 AAC22646.1 EATEKSGSLITARYALEQNREVFAVPGNIQNKSSQGCHRLIKQGAMLVENAKDILETLYQHS...IHSQTEIDFDQIA.. 303
NTDB id 1250 GCO85 RS13065 WP 027219989.1 EAAIKSGSLITARMALEQNRDVLAIPGSIHNPLARGCHYLLQQGAKLVTSVADVLDELKIEHHQFTS............. 295
NTDB id 1152 A1552VC RS00200 WP 000654772.1 EAAEKSGSLITARYAAEQGREVFVVPGSIFNAASQGSNQLIRQGACLVQSVQQIHQELKNALTWSLSEQVP......... 300
NTDB id 73132 GZN30 RS13160 WP 075648191.1 EATERSGSLITARYAAEQGRDVFALPGSIHTPQAKGCNQLIKQGAALIQTVDDIVNEIEHLLLWSNNYQAR......... 300
NTDB id 1399 DSB67 RS15600 WP 010645755.1 EAAEKSGSLITARYALEQGREVFALPASINAPNASGGNQLIQNGACLVQNTQEVLNEIQSLLDWSINQSLD......... 302
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NTDB id 1122 OK783 RS09595 WP 003705341.1 RRAVQTAYAPPPAAKMPSEGAAGGTAVGGILDKMGFDPVHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGGRYQRIR 394
NTDB id 1120 NGFG RS10355 WP 020997408.1 RRTVQTAYAPPPAAKMPSEGAAGGTAVGGILDKMGFDPIHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGGRYQRIR 394
NTDB id 1388 A4U84 RS04945 WP 062924099.1 ......KQAVKSEPKFAKNLPELTACQQQLFEQISLEPISVDDLAKATDMAVETALIELLNLELLGVVKQVRGGYVIT.. 375
NTDB id 1361 HI 0985 AAC22646.1 ....VPNYTPPPDPR...RL.VEAPSHPKLYSRIGYTPVSIDDLAEEFNLSVDVLLVQLLDLELQDLIISENGLYKRV.. 373
NTDB id 1250 GCO85 RS13065 WP 027219989.1 ...........NKPIFSLASG.....KENLVKFIGFETTTIDQIIDRSGYGMEQVTSGLAELELKGAVIAVPGGYIRCEY 359
NTDB id 1152 A1552VC RS00200 WP 000654772.1 ..........YQATLFSAVQSDEELPFPELLANVGIEATPIDILASRTQIPVQDIMMQLLELELLGHVVAVPGGYIRKGR 370
NTDB id 73132 GZN30 RS13160 WP 075648191.1 ..........LDVDDVIEKEAKEQLPFADLLANVGKEVTPVDILAQRTNIPVQEVMMQLLELELLGHVVAVSGGYIRKGR 370
NTDB id 1399 DSB67 RS15600 WP 010645755.1 ..........LF....SAPIDEEELPFPQLLANVGNEATPVDILASRTNIPVQEVMMQLLELELSGHVVAVSGGYIRKGR 368
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NTDB id 1122 OK783 RS09595 WP 003705341.1 T. 395
NTDB id 1120 NGFG RS10355 WP 020997408.1 T. 395
NTDB id 1388 A4U84 RS04945 WP 062924099.1 .. 375
NTDB id 1361 HI 0985 AAC22646.1 .. 373
NTDB id 1250 GCO85 RS13065 WP 027219989.1 ER 361
NTDB id 1152 A1552VC RS00200 WP 000654772.1 G. 371
NTDB id 73132 GZN30 RS13160 WP 075648191.1 G. 371
NTDB id 1399 DSB67 RS15600 WP 010645755.1 G. 369
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