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NTDB id 1016 ACIAD RS01680 WP 004920476.1 MAAKKTQVMPVFAYEGVDRKGIKLKGELPARNMALAKVTLRKQGITIRTIREKRKNIFEGLLKKKVKPLDIAIFTRQLAT 80
NTDB id 1059 ABD1 RS01610 WP 000279215.1 MAVKKAQMMPTFAYEGVDRKGVKIKGELPAKNMALAKVTLRKQGVTVRNIREKRKNILEGLFKKKVTTLDITIFTRQLAT 80
NTDB id 73124 GZN30 RS11005 WP 232060476.1 MAKALTTQMNYFYWQGIDHQGKRCSGMIMALTETEARTQLKQGNIRLTHLSRKKLSW.WHQIRHRIKAQDITLLTRQLAT 79
NTDB id 1402 DSB67 RS12670 WP 010643257.1 .MKTIAPQLKNYRWKGINSSGKKTSGNVLAMTEIEVRERLDAQHIKIKKLKKGSISF.ITKISHRVKGKDITIFTRQIAT 78
NTDB id 1169 A1552VC RS11075 WP 000648511.1 MKATQTLPLKNYRWKGINSNGKKVSGQMLAISEIEVRDKLKDQHIQIKKLKKGSVSL.LARLTHRVKSKDITILTRQLAT 79
consensus ** * * * * !** !****! **!*** *** !* * * ** ******** * ****** !!***!!!*!!
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NTDB id 1016 ACIAD RS01680 WP 004920476.1 MMKAGVPLVQAFEIVAEGLENPAMRDVVLGLKNEVEGGNTFAGALRKYPQYFDNLFCSLIESGEQSGSLEIMLDRVAVYK 160
NTDB id 1059 ABD1 RS01610 WP 000279215.1 MMKAGVPLVQGFEIVAEGLENPAMREVVLGIKGEVEGGSTFASALRKYPQHFDNLFCSLVESGEQSGALETMLDRVAIYK 160
NTDB id 73124 GZN30 RS11005 WP 232060476.1 MLTTGVPLIQALSLVSDNPRSAAMKALILQLKQRIESGTPLPLAFQ.IHHHFDELYIELLRAAELSGNLAQIFQRLAEHR 158
NTDB id 1402 DSB67 RS12670 WP 010643257.1 MLMTGVPIVQALKLVSENHKKAEMKSILMSVTRAVEAGTPMSKAMRTASTHFDPLYTDLIATGEQSGNLSQVFERLATYR 158
NTDB id 1169 A1552VC RS11075 WP 000648511.1 MLTTGVPIVQALKLVGDNHRKAEMKSILAQITKSVEAGTPLSKAMRTASAHFDTLYVDLVETGEMSGNLPEVFERLATYR 159
consensus !* *!!!**!** *!*** * **!* *** ** *!*!*** !** *!! !* *!****!*!!*! ***!*! **
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AFTQLMQVVLKYNMLSAKNHVWTMVQADENQSWYAGSWPFLFTWIAILMVCFGI ILLSVAFLIAGVSTAVALLVI FIMA
NTDB id 1016 ACIAD RS01680 WP 004920476.1 EKSEVLKQKIKKAMKYPATVIVVAIVVTIILMVKVVPVFKDLFTSFGADLPAFTQLVVNMSNWMQDYWFILILVIGAAIA 240
NTDB id 1059 ABD1 RS01610 WP 000279215.1 EKSELLKQKIKKAMKYPATVIVVAIVVTIILMVKVVPVFQDLFASFGADLPAFTQMVVNMSKWMQEYWFIMIIAIGAVIA 240
NTDB id 73124 GZN30 RS11005 WP 232060476.1 EKSHQLKSKMRKASIYPSIVLVVSGLVTYLMLALVIPEFEILFNSFGADLPWFTQQVLYLSHVVQQSALTVCLLLVTLVM 238
NTDB id 1402 DSB67 RS12670 WP 010643257.1 EKSEQLRAKVIKALIYPAMVVLVALGVSYLMLTRVIPEFEKMFTGFGADLPAFTQMVLNLSAWTQNWGPFIGLSFVSLLI 238
NTDB id 1169 A1552VC RS11075 WP 000648511.1 EKSEQLRAKVIKALIYPSMVVLVALGVSYLMLTMVIPEFESMFKGFGAELPWFTQQVLKLSHWVQAYSLWAFIAIAAAIF 239
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NTDB id 1016 ACIAD RS01680 WP 004920476.1 GFLEARKRSKRFRDQLDRLVLRLPIVGDLVYKAIIARYSRTLATTFAAGVPLIDALASTAGATNNTVYEQAVLKIREDVS 320
NTDB id 1059 ABD1 RS01610 WP 000279215.1 AFLEAKKRSKKFRDGLDKLALKLPIFGDLVYKAIIARYSRTLATTFAAGVPLIDALESTAGATNNVIYEKAVMKIREDVA 320
NTDB id 73124 GZN30 RS11005 WP 232060476.1 ATRWLSKRNASVSLTLSRFSQHMPILAKMKNKAFVARYCRTLATSIIAGIPLLSCLHSASNSQHNPIYRQALRHIHQETS 318
NTDB id 1402 DSB67 RS12670 WP 010643257.1 SGKIMSQRSDSFRLLAARSSLRVPILGPVLSKAAIAKFSRTLATSFSAGIPILTALKTTSKTSGNMHYQLAIEEVYRDTA 318
NTDB id 1169 A1552VC RS11075 WP 000648511.1 GLKALRKNSFQIRLKTSRLGLKFPIIGNVLAKASIAKFSRTLATSFAAGIPILASLKTTAKTSGNVHFETAINEVYRDTA 319
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NTDB id 1016 ACIAD RS01680 WP 004920476.1 TGQQLNFAMRVSNRFPTMAIQMVAIGEESGALDEMLDKVANYYESEVDHAVDGLTSMMEPLIMAILGILVGGLVIAMYLP 400
NTDB id 1059 ABD1 RS01610 WP 000279215.1 TGQQLQFAMRISNRFPSMAIQMVAIGEESGALDSMLDKVATYYENEVDNAVDGLTSMMEPLIMAILGVLVGGLVIAMYLP 400
NTDB id 73124 GZN30 RS11005 WP 232060476.1 AGMPLYLAMRHCQLFPELTLQMVMIGEESGRLDDMLCRLATLYENELDEDIENLTKLLEPIIIVVLSVIVASLVLAIYLP 398
NTDB id 1402 DSB67 RS12670 WP 010643257.1 AGMPMYIAMRHCHVFPELVLQMVMIGEESGRLDDMLNKIAAIYEFEVDNTVDNLSKILEPLIIVFLGVVVGGLVTAMYLP 398
NTDB id 1169 A1552VC RS11075 WP 000648511.1 AGMPMYIAMRNTEAFPEMVLQMVMIGEESGQLDDMLNKVATIYEFEVDNTVDNLGKILEPLIIVFLGTVVGGLVVAMYLP 399
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NTDB id 1016 ACIAD RS01680 WP 004920476.1 IFQMGSVV. 408
NTDB id 1059 ABD1 RS01610 WP 000279215.1 IFQMGSVV. 408
NTDB id 73124 GZN30 RS11005 WP 232060476.1 IFNLMNVIG 407
NTDB id 1402 DSB67 RS12670 WP 010643257.1 IFNLMSVLG 407
NTDB id 1169 A1552VC RS11075 WP 000648511.1 IFNLMSVLG 408
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