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NTDB id 73119 GZN30 RS08770 WP 075650093.1 MQQNTFTQKNRYLLMVEDTASVAALYRSYLTPLGIDINIVGTGRDAIESLSFRTPDLILLDLRLPDMTGMDVLHEVKQQN 80
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ..............MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKS 66
NTDB id 1473 PAKAF RS24000 WP 003094694.1 .......MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRH 73
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NTDB id 73119 GZN30 RS08770 WP 075650093.1 PDVPVIFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKTE.DGINQGYQGFIGSSHTMQAVYRTI 159
NTDB id 1157 A1552VC RS03895 WP 001888250.1 PDVPIVFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDNKNQNYQGFIGSSQTMQAVYRTI 146
NTDB id 1473 PAKAF RS24000 WP 003094694.1 PQTPVAMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEA....EEAPVDNRLLGESPPMRALRNQI 149
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NTDB id 73119 GZN30 RS08770 WP 075650093.1 DSAAASKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATDRQGAAELADGG 239
NTDB id 1157 A1552VC RS03895 WP 001888250.1 DSAASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGG 226
NTDB id 1473 PAKAF RS24000 WP 003094694.1 GKLARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGG 229
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NTDB id 73119 GZN30 RS08770 WP 075650093.1 TLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRER 319
NTDB id 1157 A1552VC RS03895 WP 001888250.1 TLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRAR 306
NTDB id 1473 PAKAF RS24000 WP 003094694.1 TLFLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRER 309
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NTDB id 73119 GZN30 RS08770 WP 075650093.1 DEDVIEIVYSLLGFMSKEEGKDFIRLSPEVVDCFSRYEWPGNVRQLQNVLRNVVVLNNGKEIRLDMLPPPLNKPIHGSEV 399
NTDB id 1157 A1552VC RS03895 WP 001888250.1 GDDVIEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPINR 386
NTDB id 1473 PAKAF RS24000 WP 003094694.1 REDIPLLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLAD.APGASQEG 388
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NTDB id 73119 GZN30 RS08770 WP 075650093.1 .SASQEKEVLTVHDIFPLWL..TEKRAIEQAIQACDGNIPKAAGYLDVSPSTIYRKLQAWNEKQL...... 461
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ALPLAHENKVSVHEIFPLWM..TEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKER 455
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AASLSE......IDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID........ 445
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