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NTDB id 1272 LPP RS04360 WP 010946546.1 ........MKARLIAILLSFIVIPFSSQA..............E..............NEPQKTPAKQVLVKGKINLNTA 44
NTDB id 1249 GCO85 RS04230 WP 010946546.1 ........MKARLIAILLSFIVIPFSSQA..............E..............NEPQKTPAKQVLVKGKINLNTA 44
NTDB id 1127 NGFG RS10560 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLK..............GKTMKKM........FVLFCMLFSCAFSLAAVNINAA 58
NTDB id 1126 NGFG RS09375 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLK..............GKTMKKM........FVLFCMLFSCAFSLAAVNINAA 58
NTDB id 1125 NGFG RS07215 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLK..............GKTMKKM........FVLFCMLFSCAFSLAAVNINAA 58
NTDB id 1108 NGFG RS06525 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLK..............GKTMKKM........FVLFCMLFSCAFSLAAVNINAA 58
NTDB id 1014 ACIAD RS13855 WP 004924483.1 MS......I.RHFFTFFWATLLTLFSMQIVFAQGFDQQYDAWKTQQKAHDTRLNSSASHHSLSKPTQQSGTGVKVNINSA 73
NTDB id 1382 A4U84 RS07375 WP 062924234.1 .........MKKLSRYTFSLLFGLFSATT............FAEEKVTTSTE...HTPVVMQQVAATQKVNANVVNINTA 56
NTDB id 73116 GZN30 RS08190 WP 075651323.1 ..........MKMKSLLITLLLVLTSTFA............VASDQDVKD...............PKYDGIEIVVNVNQA 43
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 MQ......IKTKIVTLFLSLCLPTLPLLA............NAEETAPAA...............QVEEGIVITVNINTA 47
NTDB id 1150 A1552VC RS08580 WP 001166105.1 MQ......IKTKIVTLFLSLCLPTLPLLA............NAEETAPAA...............QVEEGIVITVNINTA 47
NTDB id 1294 VP RS04495 WP 021449594.1 .............MKWILTLCLVVFAPLS............LAA..DTKA...............DKYEGIEITVNINTA 38
NTDB id 1395 DSB67 RS04445 WP 010649155.1 .............MKWMLTLCLLILAPMS............WAE.TKTKA...............DKYEGIEITVNVNSA 39
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