
logo MQQEHQPTFFFFDYETWGTVNSPAKDRPSQFAGVRTDMDFNI IGEPLVIYCQLPPNSDYLPASPEAAL ITGITPQKLAANSKQGLAPEPEF IAQR
NTDB id 73115 GZN30 RS05120 WP 075650147.1 MQQEHQPTFFFFDYETWGTSPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQPPSDYLPSPEAALITGITPQLAASKGLPEPEFIAQ 85
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEPEFIAR 85
consensus !!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !!!! !!!!!!!!!!!! ! ! !!*!!!!!!

logo IHAQEQLASTPNTI
T
N
SLGYNS IRFDDEVTRYTCYRNF IDPYAWSWQHNGNSRWDLLDVLMRACHALRPDEGI

VEWPENDEDEGF ITSFKLEHLSVA
NTDB id 73115 GZN30 RS05120 WP 075650147.1 IHQQLATPNTTSLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQNGNSRWDLLDVMRACHALRPDGVEWPENEEGFISFKLEHLSVA 170
NTDB id 1141 GTF74 RS08270 WP 001183680.1 IHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFTSFKLEHLSVA 170
consensus !! ! !!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!*!!!!!!!!*!*!!!!!**!! !!!!!!!!!!

logo NGI EHSNAHDAMADVIATI ELMAKKVKAAQPKLFDYFFLSTMRHKRKLNTEL IDIVNMQTPLMHVSGMLGKRECRHYTSWIVP I
VAWHPTNQN

NTDB id 73115 GZN30 RS05120 WP 075650147.1 NGIEHSNAHDAMADVIATIEMAKKVKAAQPKLFDYFLSMRHKRKLNELIDIVNMTPLMHVSGMLGKECHYTSWIVPVAWHPTNQN 255
NTDB id 1141 GTF74 RS08270 WP 001183680.1 NGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHYTSWIVPIAWHPTNQN 255
consensus !!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!! *!!!!!!! !!!!!!! !!!!!!!!!!!*!*!!!!!!!!*!!!!!!!!

logo AVITVVDLAGKDPQAP I
LLDELDADETLQRAERLYTKRHYESDLAEPDELPVPVKLVHI

LNKCP I LAPAKTLTAENAEQKIG IDNREQCLAEHNLNQRVI
LRQHP

NTDB id 73115 GZN30 RS05120 WP 075650147.1 AVITVDLAKDPQAILDLDADTLRERLYTKHSDLAEDELPVPVKLVHINKCPILAPAKTLTAENAEKIGINREQCLENLQRLRQHP 340
NTDB id 1141 GTF74 RS08270 WP 001183680.1 AVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQKIGIDREQCLAHLNVIRQHP 340
consensus !!! !!!*!!!!**!*!!!*!! !!!!** !!!*!!!!!!!!!!!*!!!!!!!!!!!!!!!!! !!!! !!!!! *!* *!!!!

logo E IREKL IVATVFGSQVDEREFENNQESASDVDSQLYADGNFFSPASDRAAMDE I IRQTTAPAPENQLAGDSLADIRSFVASDKPR I EPLLFRYRARHNFYPHWTLSTDELTEQQRKR
NTDB id 73115 GZN30 RS05120 WP 075650147.1 EIREKLIAVFGVDREFENSADVDSQLYDNFFSPSDRAAMDIIRQTPAEQLADLDISFSDPRIEPLLFRYRARNFPWTLSELEQQK 425
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADKRIEPLLFRYRARHYPHTLTDTEQRR 425
consensus !!!!!!* !! *!!! * !!!!!!! !!!! !!!!!*!!! !**!*!* ! ! !*!!!!!!!!!!!!**!*!!** !! *

logo WAMANHCSRDYFEQRSNR I
L
D
E
D
GYMI

LNLENLVHEHEQASDPTKKI
MAI

LLKSVYHQYVEKLAVCS
NTDB id 73115 GZN30 RS05120 WP 075650147.1 WMNHSRDYFQSRIDDYMINLENLVHEHESDTKKIALLKSVYQYVEKLVS 474
NTDB id 1141 GTF74 RS08270 WP 001183680.1 WAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus ! !*!!!! ** !!*!!!!!!!!! !*!!*!*!!!!!*!!!!! *
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X ≥ 50% conserved


