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NTDB id 73109 GZN30 RS00875 WP 075649340.1 ................................................MFKLYRKQRFKRLQNTLMGAFLALSITPLTLI 32
NTDB id 1143 A1552VC RS01965 WP 001883436.1 MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTLIMFRFYRKQKFKRLQNTLMAAFLALSIIPLTIT 80
consensus ************************************************!!* !!!!*!!!!!!!!!*!!!!!!! !!!*

logo ALFFLHQSHSEKDLEQEQQSTSHYL IVSVRDNSKHQQQI
V
I
TDYLMMNAKRESEVMGFVRSELAYASGGRFYGLVNAFQRSLDGLVNS IMDEAQAREFHAQ

NTDB id 73109 GZN30 RS00875 WP 075649340.1 ALFFLQSHSEDLQEQSTSHLISVRDSKHQQITDYLNARESEVMGFVRSELAYASGGRFYGLVNAFQSLGLNMDQAREFAQ 112
NTDB id 1143 A1552VC RS01965 WP 001883436.1 ALFFLHSHSKDLEQQSTSYLVSVRDNKQQQVIDYMMAKESEVMGFVRSELAYASGGRFYGLVNAFQRLDVSIEAAREHAQ 160
consensus !!!!!*!!! !! !!!!*!*!!!! !*!!* !!* !*!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! * ** !!!*!!
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K
QRYIPTGSGDNQIKTS IVLPEQSPSSVFYNVGSTERYRLLHKTRYHRWAYLELLKRSDFDDI LLVDIDNGNVTVYS I FYKYDNYFYGTNLLDTGKFYEQ

NTDB id 73109 GZN30 RS00875 WP 075649340.1 KRYIPGSGNQIKTSILPESPVFNGTERYRLLHTRYHRAYLELLKRSDFDDILLVDINGNVTYSIFKYDYYGTNLLDGKFE 192
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QRYITGSGDQIKTSVLPQSSSYVGSERYRLLHKRYHWAYLELLKRSDFDDILLVDIDGNVVYSIYKYDNFGTNLLTGKYQ 240
consensus !!!*!!! !!!!!*!! !* * !*!!!!!!! !!! !!!!!!!!!!!!!!!!!!! !!! !!!*!!! *!!!!! !!*
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LGAP I IQQGYLHSYAMFRLPNSNAS ILTKL IADEGNNSNSNVPWS IM
NTDB id 73109 GZN30 RS00875 WP 075649340.1 QQNLGLAFKKLRDEVNKKRKDNQDYTPVVFSDFMQEGDKSFAWIGAPIIQQGYLHSYAMFRLPNNSLTKLIADNNNVWSI 272
NTDB id 1143 A1552VC RS01965 WP 001883436.1 DTNLGHTFKRLEQTVNEQRKTNEDFTPVVISDFVQEDGKQYAWLGAPIIQQGYLHSYAMFRLPSNAITKLIAEGSSNPSM 320
consensus !!!* !!*! !! !! ! !*!!!! !!!*!! ! *!!*!!!!!!!!!!!!!!!!!!! ! *!!!!!* *!*
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NTDB id 73109 GZN30 RS00875 WP 075649340.1 KTLLVGQDNKLRTLSYQQQDVDSSQSIINTAFEKPAMVGTFTNSTGAEVIAAHSHIQSKGLDWALVVEVSEQEAFSRIKQ 352
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTILVGQDHRSRTLTSAEIAVEKSKAVVDLALSGKRAVGTYTNTDGEQIIAAYAPINLKNIHWALVVELPEKEAFARVRQ 400
consensus !*!!!!!** !!!* !* ! ** ! * !!!*!!* ! *!!!* !* ! **!!!!!!**! !!! !**!

logo LEKTLVFVFVAMLLTAIVLVVIASHYLSNF ITASPLLKLTWASAEKRAVSAGDLDNAEAEMINSTERKDE IGRLAI
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NTDB id 73109 GZN30 RS00875 WP 075649340.1 LETVFVVAMLLAIVLVVIASHYLSNFITAPLLKLTWSAEKASAGDLNA.EISTERKDEIGRLAIAFERMQRSIREKMALI 431
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LEKLFVFAMLTAIVLVVIASHYLSNFITSPLLKLTWAAERVSAGDLDEAMINTERKDEIGRLAVSFERMQRSIREKISLI 480
consensus !! *!! !!! !!!!!!!!!!!!!!!!! !!!!!!! !!* !!!!! * ! !!!!!!!!!!!* !!!!!!!!!!!* !!
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L
I
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LANKLKDEFLATTSHELRTPLHGMIG IAEAL I SGANGP IRSASAEHKYQLDI I I SSGQRLA
NTDB id 73109 GZN30 RS00875 WP 075649340.1 KEQNVELESNIKLIQQKNDELQIANKLKDEFLATTSHELRTPLHGMIGIAEALISGANGPIRSEHKYQLDIIISSGQRLA 511
NTDB id 1143 A1552VC RS01965 WP 001883436.1 KSQNKELESNLLIIRKQNDELQLANKLKDEFLATTSHELRTPLHGMIGIAEALISGANGPISAAHKYQLDIIISSGQRLA 560
consensus ! !! !!!!!* *! !!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!



logo

N
TLVDDLLDYHKMRYGANLMDIAQRTCRAVDLSSATRLVLELSHSHLLGKNKQTI

LR I INQVPSESEQPVWI
V
A
SADPQRLEQVLYNL IVGNAIKY

NTDB id 73109 GZN30 RS00875 WP 075649340.1 NLVDDLLDYHKMRYGNMDIATRAVDLSSATRLVLELSSHLLGNKQIRIINQVPSEPVWIAADPQRLEQVLYNLVGNAIKY 591
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TLVDDLLDYHKMRYGALDIQRCAVDLSSATRLVLELSHHLLGKKTLRIINQVSEQPVWVSADPQRLEQVLYNLIGNAIKY 640
consensus !!!!!!!!!!!!!! *!! *!!!!!!!!!!!!!!!*!!!! ! *!!!!!!* !!!* !!!!!!!!!!!!!*!!!!!!
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VQVVDTGQGIPADEQLEHI FEPL ITQAGHSDATSRYRQGAGLGLS I SRQL I ELMGHGSTLYVSSQPMV
NTDB id 73109 GZN30 RS00875 WP 075649340.1 THEGKIVISANIVDAKMRIQVVDTGQGIPADQLEHIFEPLTQAGSDTSRYRQGAGLGLSISRQLIELMGGSLYVSSQPMV 671
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TSEGKIVISATYIDDKVRVQVVDTGQGIPAEQLEHIFEPLIQAGHDASRYRQGAGLGLSISRQLIELMHGTLYVSSQPMV 720
consensus !*!!!!!!!! *! !*!*!!!!!!!!!!!*!!!!!!!!! !!!*! !!!!!!!!!!!!!!!!!!!!!*!*!!!!!!!!!
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NTDB id 73109 GZN30 RS00875 WP 075649340.1 GTTFSFTLPLATEEQIALTSHSDSIHFIAPDNFDIEDNDATNLPENPDGELLLVVDDEPVNVKVLESFLKISGYRVRCAK 751
NTDB id 1143 A1552VC RS01965 WP 001883436.1 GTTFSFTLPLASEEEIAQARLTELPHFQAPEVLDSELPEQSNLPENEHGPLLLVADDEPVNLRVLDSFLRLEGYRVHTAQ 800
consensus !!!!!!!!!!!*!! !! *** *!! !!* ! ! ** *!!!!!**!*!!!! !!!!!!**!!*!!!** !!!!**!
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NTDB id 73109 GZN30 RS00875 WP 075649340.1 DGYEALQSIEEEKPALVLLDVMMPGLTGYQVCETIREQFDSIELPVIMLTALNQTDDRIRGFNSGANDYLSKPFNKQELA 831
NTDB id 1143 A1552VC RS01965 WP 001883436.1 DGHQVLEAIKREKPELVLLDIMMPGMSGYQVCEKLRQTYDHAELPIIMLTALNQSDDRVRGFEAGANDYLSKPFNKQELA 880
consensus !!* ! ! !!! !!!!!*!!!!**!!!!!! *! *!* !!!*!!!!!!!!*!!!*!!! !!!!!!!!!!!!!!!!
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LENAQAQLQDKELKRHQRASAMVEASL ILETQGTRLLEQLESAPEAI ILCTVKRETDGGNKVRFANEAAARLMFKRRSTI
PEQ

NTDB id 73109 GZN30 RS00875 WP 075649340.1 ARMQVHLAASQAEMRRLENQALQDELRQRSAVEASLIETQTRLLEQLESAPEAIICTRTDGKVRFANEAAARMFKRSIEQ 911
NTDB id 1143 A1552VC RS01965 WP 001883436.1 ARIVAHLTASKAELRRIENAQLQKELKHRAMVEASLLETQGRLLEQLESAPEAILCVKEGNKVRFANEAAARLFRRTPEQ 960
consensus !!* !! !! !!*!!*!! !! !!**! !!!!!*!!! !!!!!!!!!!!!!*! * !!!!!!!!!!!*!*!**!!

logo LKRASNSAEEL ILASPKFLDNI ETQEPHYCGKNI
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VYI
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D
EDTVRQHLVNSAGDI

VLRLPEQAGSGLKQASMYI FDNHVGGGSAVNAAR IHNNLETAI
VEALSTSY

NTDB id 73109 GZN30 RS00875 WP 075649340.1 LKRASAEELLSPKFLDITQPHYCGKVDIYIEDTRQHVNGDILRLPEASGLKSMYIFDHGGGANAARINNLETAIEALTSY 991
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LKRSNAEELIAPKFLNIEQEHYCGNIDVYVDDVRQHLSADVLRLPQGSGLQAMYIFNVGGSVNAARIHNLETAVEALSSY 1040
consensus !!! !!!!* !!!! ! !*!!!! *!*!**! !!!* *!*!!!! *!!! !!!! *!! !!!!!*!!!!!*!!!*!!

logo AFDEGDKADKLQKQLKELGGEFTRLADKRAVSTGEQYKQSKQDELMRAEVLVEAMTSTALDNYWERSSVSTGNQSKFTVFAEQSGLWRVYLDRSTLQ
NTDB id 73109 GZN30 RS00875 WP 075649340.1 AFDGDKAKLQQLKELGGEFTRLADRVTGEQKSKQELMREVLVEAMTTALDYWESSTGNSKFVFAEQSGLWRVYLDRSTLQ 1071
NTDB id 1143 A1552VC RS01965 WP 001883436.1 AFEGDKDKLQKLKELGGEFTRLADKASGEYQSKQDLMRAVLVEAMTSALNYWERVSGQSKFTFAEQSGLWRVYLDRSTLQ 1120
consensus !!*!!! !!! !!!!!!!!!!!!!* *!! !!!*!!! !!!!!!!*!! !!! *!*!!! !!!!!!!!!!!!!!!!!!



logo TRTLDKYLR I ETLPKTPRWRTVLNTSLDEYI LDEHNCKSDEALGTKPERSTHKI EEML
QRDKLQHKLLTSTE

NTDB id 73109 GZN30 RS00875 WP 075649340.1 TRTLDKYLRIETLPKTPRWRTVLTSLEYILDNCSDLTKERSKIEELRDKLQHLLTT. 1127
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TRTLDKYLRIETLPKTPRWRTVLNSLDYILEHCKEAGPERTHIEMQRDKLQKLLTSE 1177
consensus !!!!!!!!!!!!!!!!!!!!!!! !!*!!!**! * *!!**!! !!!!!*!!!**
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