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NTDB id 1473 PAKAF RS24000 WP 003094694.1 .......MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRH 73
NTDB id 73091 GZK95 RS10655 WP 075708497.1 MQQNTPTQKNRYLLMVEDTASVAALYRSYLTPLGIDINIVGTGRDAIDSLAFRTPDLILLDLRLPDMTGMDVLHEVKQQN 80
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ..............MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKS 66
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 GKLARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGG 229
NTDB id 73091 GZK95 RS10655 WP 075708497.1 DSAAASKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATDRQGAAELADGG 239
NTDB id 1157 A1552VC RS03895 WP 001888250.1 DSAASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGG 226
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 REDIPLLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRL....ADAPGA. 384
NTDB id 73091 GZK95 RS10655 WP 075708497.1 GEDVIEIAYSLLGFMSKEEGKDFIRLSPEVVDCFSRFEWPGNVRQLQNVLRNVVVLNNGKEIRLDMLPPPLNQPMYDNVI 399
NTDB id 1157 A1552VC RS03895 WP 001888250.1 GDDVIEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPINR 386
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