
logo MQQEHQQPTFFFFDYETWGTVNSPAKDRPSQFAGVRTDMDFNI IGEPLVIYCQLPPNSDYLPASPEAAL ITGITPQKLAANSKQGLAI EPEF IANKR
NTDB id 73087 GZK95 RS06930 WP 075713460.1 MQQEQQPTFFFFDYETWGTSPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQPPSDYLPSPEAALITGITPQLAASKGLIEPEFINK 85
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEPEFIAR 85
consensus !!!!*!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !!!! !!!!!!!!!!!! ! ! !! !!!!! *

logo IHAQELASTPNTINSLGYNS IRFDDEVTRYTCYRNF IDPYAWSWQHNGNSRWDLLDVLMRACHYALRPEGI EWPENDDEGFYI
TSFKLEHLSVA

NTDB id 73087 GZK95 RS06930 WP 075713460.1 IHQELATPNTISLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQNGNSRWDLLDVMRACYALRPEGIEWPENDEGYISFKLEHLSVA 170
NTDB id 1141 GTF74 RS08270 WP 001183680.1 IHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFTSFKLEHLSVA 170
consensus !! !! !!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!*!!!*!!!!!!!!!!!!!*!* !!!!!!!!!!

logo NGI EHASNAHDAMADVIATI ELMAKKVKAAQPKLFDYFFLSTMRHKRKLNTEL IDIVNMQTPLMHVSGMLGRDECRHYTSWIVP I
VAWHPTNQN

NTDB id 73087 GZK95 RS06930 WP 075713460.1 NGIEHANAHDAMADVIATIEMAKKVKAAQPKLFDYFLSMRHKRKLNELIDIVNMTPLMHVSGMLGRDCHYTSWIVPVAWHPTNQN 255
NTDB id 1141 GTF74 RS08270 WP 001183680.1 NGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHYTSWIVPIAWHPTNQN 255
consensus !!!!! !!!!!!!!!!!!!!*!!!!!!!!!!!!!!! *!!!!!!! !!!!!!! !!!!!!!!!!!!**!!!!!!!!*!!!!!!!!

logo AVIVVDLAGKDPQAP I
LLENLDAEATLQRAERLYTKRHYESDLAEPDELPVPVKLVHI

LNKCP I LAPAKTLTAENAAQKIG IDREQCLAQHNLNQLVI
LRQHP

NTDB id 73087 GZK95 RS06930 WP 075713460.1 AVIVVDLAKDPQAILNLDAEALRERLYTKHSDLAEDELPVPVKLVHINKCPILAPAKTLTAENAAKIGIDREQCLQNLQLLRQHP 340
NTDB id 1141 GTF74 RS08270 WP 001183680.1 AVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQKIGIDREQCLAHLNVIRQHP 340
consensus !!!!!!!*!!!!**! !!!! ! !!!!** !!!*!!!!!!!!!!!*!!!!!!!!!!!!!!!!! !!!!!!!!!! *!***!!!!

logo E IREKL IVGTVFSQVDEREFENQTEQSDVDCSQLYASGRFFSPADRAAGMDE I IRQTTAEPENQLAGASLADIRSFVASDKSR I EPLLFRYRARHNYPHWTLNTDEQTEQQRR
NTDB id 73087 GZK95 RS06930 WP 075713460.1 EIREKLIGVFSVDREFETEQDVDCQLYSRFFSPADRAGMDIIRQTEPEQLAALDISFSDSRIEPLLFRYRARNYPWTLNEQEQQR 425
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADKRIEPLLFRYRARHYPHTLTDTEQRR 425
consensus !!!!!!* !!! *!!! ! !!!*!!! !!!!!!!!*!*!!! ! !!*!* ! ! ! !!!!!!!!!!!!*!!*!! * !! !

logo WAVANHCSRDYFEQRSNR I
L
D
E
D
GYMLNLENLVHEHEQASDAPKKI

MAI
LLKSVYHQYVEKLAVCS

NTDB id 73087 GZK95 RS06930 WP 075713460.1 WVNHSRDYFQSRIDDYMLNLENLVHEHESDAKKIALLKSVYQYVEKLVS 474
NTDB id 1141 GTF74 RS08270 WP 001183680.1 WAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus ! !*!!!! ** !!!!!!!!!!!! !*!!*!*!!!!!*!!!!! *
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