
logo

MPQPCTNTRSCPCPLTCQYNAMVTVSPS I S I F IHSANWQDEAHYPDSWLAMLSTHQWLWQRKNI
T
T
M
A
H
M
P
R
N
L
V
F
F
L
S
T
N
P
S
F
E
Q
RCGHIHLCRFLGAPNI

L
D
P
H
H
T
I
N
R
Q
S
T

NTDB id 1348 HI 0434 AAC22093.1 ...........................................................MMNFFNFRCIHCRGNLHI... 18
NTDB id 1374 NTHI RS02640 WP 011272045.1 ............................................................MNFFNFRCIHCRGNLHI... 17
NTDB id 1398 DSB67 RS00645 WP 029388870.1 ..................................................MLSHQWQNIMHRVLSSQCGLCRFPIPHRQT 30
NTDB id 73071 GZK95 RS00515 WP 225623938.1 ................................................................................ 0
NTDB id 1154 A1552VC RS20525 WP 001884047.1 MPQPCTNTRSCPCPLTCQYNAMVTVSPSISIFIHSANWQDEAHYPDSWLAMLTHWLRKTTAPLLTPECHLCRLALDTNS. 79
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NTDB id 1348 HI 0434 AAC22093.1 .AKNGLCSGCQKQIKSFPYCGHCGSELQ....YYAQHCGNCLKQEPSWDKMVIIGHYIEPLSILIQRFKFQNQFWIDRTL 93
NTDB id 1374 NTHI RS02640 WP 011272045.1 .AKNGLCSGCQKQIKSFPYCGHCGAELQ....YYAQHCGNCLKQEPSWDKMVIIGHYIEPLSILIHRFKFQNQFWIDRTL 92
NTDB id 1398 DSB67 RS00645 WP 029388870.1 PNLMRWCDSCFDHLTPIERCMRCGLKMTEEESQAATECGECLKEPPPWRRLYTLGDYDFPLSQQVQRFKDHGEVWHVGAL 110
NTDB id 73071 GZK95 RS00515 WP 225623938.1 ........................MPST....IATDFCGECLASPPLWRRLYCVGDYAPPLSTYVKQLKFQQQLRQADML 52
NTDB id 1154 A1552VC RS20525 WP 001884047.1 ..PFGVCSACQAWLEHGYRCARCGLPTL....TPVDQCGQCLGQPPPWRKLMCVGDYRFPLSDAVHQLKYQRQFWQAPRL 153
consensus ******* * ** *** * * !!*!!***! !**** *!*! !!! * **!****** !

logo

T
A
K
Q
RLLSAYENTLRAQI

V
A
E
N
R
E
L
Q
D
AKRTHQLKNL

P
V
A
P
P
E
L
A
V
L
I
C
I
T
Y
P
SVPVLYHHWQFRRLRQLWKQWRRGYFNQASEHDI

W
LLSAQKRAEHQLSAHKNRHMRWLNDVI ERPCNYDELHISNAKQNLMVIVFAKRRVRKNAHVTPQYHSTQQRGMNLKSRAKSAKSDQREIQRHKQ

NTDB id 1348 HI 0434 AAC22093.1 ARLLYLAVRDAKRTHQLKLPEAIIPVPLYHFRQWRRGYNQADLLSQQLSRWLDIPNLNNIVKRVKHTYTQRGLSAKDRRQ 173
NTDB id 1374 NTHI RS02640 WP 011272045.1 ARLLYLAVRDAKRTHQLKLPEAIIPVPLYHFRQWRRGYNQADLLSRQLSRWLDIPNLSNIVKRVKHTYTQRGLSAKDRRQ 172
NTDB id 1398 DSB67 RS00645 WP 029388870.1 TQLLAERVEQ........PAPVITSVPVHWQRLLKRGFNQSHILAKHLAHHLDVRYENKVFKRVKNVQSQRGNKKASREQ 182
NTDB id 73071 GZK95 RS00515 WP 225623938.1 AQLLSNQIAL........NVEVITYVPLHWRRQWWRGFNQSEWLAKALAKRLNIPC.IAMFKRVRATQTQRGMSRSQRQK 123
NTDB id 1154 A1552VC RS20525 WP 001884047.1 AKLLATQINE........PAPLLCSVPLHWRRRWQRGFNQSDLLARELANMLNVEYDHQLFARRRATPHQQGLSKAQRIH 225
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NTDB id 1348 HI 0434 AAC22093.1 NLKNAFSLAVSKNEFPYRRVALVDDVITTGSTLNEISKLLRKLGVEEIQVWGLARA........ 229
NTDB id 1374 NTHI RS02640 WP 011272045.1 NLKNAFSLVVSKNEFPYRRVALVDDVITTGSTLNEISKLLRKLGVEEIQVWGLARA........ 228
NTDB id 1398 DSB67 RS00645 WP 029388870.1 NLQGAFALRG...EVDFSHVAIVDDVVTTGSTVRQLCHLLLEVGVESIDIYCICRTPAPGSL.. 241
NTDB id 73071 GZK95 RS00515 WP 225623938.1 NLKNAFQLSG...LVNYSSVAIVDDVVTTGSTVRQLCKLLLDAGAKSVDIYCICRTPDPVSER. 183
NTDB id 1154 A1552VC RS20525 WP 001884047.1 NLRDAFVLNH...PPNQPHVAIVDDVVTTGSTIRHLCDLLLDVGVQSIDIYCICRTPEPKDSHG 286
consensus !!**!! ! * * !!*!!!!*!!!!!** ***!!***!**********!** *

X non conserved

X similar

X ≥ 50% conserved


