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NTDB id 73052 FPG3 RS09610 WP 034098360.1 .MLVKVFGSAVFGVEATTITVEVNIDKGV.GYHLVGLPDNAIKESSYRIAAALKNNGYNLPVKKITINMAPADLRKEGSA 78
NTDB id 1323 RA0C RS07335 WP 004916218.1 .MLVKVYGSAIHGVSAQTITIEVNVDQGV.GYHLVGLPDNAIKESSHRISAALKNVGYKLPGKKITINMAPADLRKEGSA 78
NTDB id 1271 LPP RS03220 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 1446 BW25113 RS19560 WP 000058964.1 MSLSIVHTRAALGVNAPPITVEVHISKGLPGLTMVGLPETTVKEARDRVRSAIINSGYEYPAKKITINLAPADLPKEGGR 80
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKESRDRVRSAIINSRFEFPAKRITVNLAPADLPKEGGR 80
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFPAKRITVNLAPADLPKEGGR 80
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYPAKRITVNLAPADLPKEGGR 80
NTDB id 1460 ASU2 RS09990 WP 015674260.1 MSLAIVYSRASIGVEAPLVTIEVHLSNGKPGLTIVGLPETTVKEAGDRVRSALMNANFMYPPQRITINLAPADLPKEGGR 80
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MSLAIIYSRASIGVEAPLVTIEVHISGGSPGLTLVGLPEKSVKEAQDRVRSALMNANFDYPARRITINLAPADLPKEGGR 80
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NTDB id 73052 FPG3 RS09610 WP 034098360.1 YDLTLAIGILAASGQIKSEEVDKYIIMGELSLDGSLQPIKGVLPIAIKAKEEGFKGFFLPKQNVKEAAIVAGLDVYGVEN 158
NTDB id 1323 RA0C RS07335 WP 004916218.1 YDLSIALGILAASGQIIAPEIERYLIMGELSLDGGLQPIKGVLPIAIRAREEGFKGIILPKQNTREAAIVNDLEVYGVEN 158
NTDB id 1271 LPP RS03220 WP 011213198.1 FDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAHKD.NQHLIIANANAAEASLTGHQKVFTANN 159
NTDB id 1248 GCO85 RS03150 WP 011213198.1 FDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAHKD.NQHLIIANANAAEASLTGHQKVFTANN 159
NTDB id 1446 BW25113 RS19560 WP 000058964.1 YDLPIAIALLAASEQLTANKLDEYELVGELALTGALRGVPGAISSATEAIKS.GRKIIVAKDNEDEVGLINGEGCLIADH 159
NTDB id 1153 A1552VC RS00115 WP 000521788.1 FDLPIALGILAASDQIARNKLESYEFIGELALSGEIRGVKGVLPAALAANQV.ERCLVVPHSNGDQAALVGVERHKSAQS 159
NTDB id 1397 DSB67 RS15690 WP 005535577.1 FDLPIALGILAASEQIATDKLKNYEFVGELALSGGLRTVKGVLPAALAANKK.QRHLVVPHANGDQAALVGKEQHKSAQS 159
NTDB id 1349 HI 1117 AAC22771.1 FDLPIAIGILAASDQLDASHLKQFEFVAELALTGQLRGVHGVIPAILAAQKS.KRELIIAKQNANEASLVSDQNTYFAQT 159
NTDB id 1460 ASU2 RS09990 WP 015674260.1 FDLPIAIGILAASGQMDSDRLKQFEFLGELALTGTLRGVHGVIPAVISAEKA.KRQMIIARPNVNEASLVSNAETYFASS 159
NTDB id 1387 A4U84 RS06900 WP 020457569.1 FDLPIAIGILAASGQIDSDKLKRIELLGELSLTGHLRGVHGAIPAVLAASKA.KREIIVPQQNANEVSLVSNTQTYCAST 159
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NTDB id 73052 FPG3 RS09610 WP 034098360.1 VLEVIDFFEGKGTLEPTVINTREEFYKTLDFPEFDFSEVRGQESIKRCMEIAAAGGHNIILIGPPGSGKTMIAKRLPSIL 238
NTDB id 1323 RA0C RS07335 WP 004916218.1 IKEVIDFFNENCPLEPTKVNTREEFHKRVNLFPFDFSEVKGQETAKRAMEVAAAGGHNIILIGPPGSGKTMLAKRIPSIL 238
NTDB id 1271 LPP RS03220 WP 011213198.1 LREVCDYLCQGTSLQSLPPKPDL....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKTMMAKRFSTLL 235
NTDB id 1248 GCO85 RS03150 WP 011213198.1 LREVCDYLCQGTSLQSLPPKPDL....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKTMMAKRFSTLL 235
NTDB id 1446 BW25113 RS19560 WP 000058964.1 LQAVCAFLEGKHALERPKPT.....DAVSRALQHDLSDVIGQEQGKRGLEITAAGGHNLLLIGPPGTGKTMLASRINGLL 234
NTDB id 1153 A1552VC RS00115 WP 000521788.1 LLEVCADLCGQQTLSLFQSSPSV....QQVSQTRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKTMLASRLCDLL 235
NTDB id 1397 DSB67 RS15690 WP 005535577.1 LLEVCAELCGQHQLNLYQTPKKK....ELKAHGRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKTMLASRLCDLL 235
NTDB id 1349 HI 1117 AAC22771.1 LLDVVQFLNGQEKLPLATEIVKESAVNFSGKNTLDLTDIIGQQHAKRALTIAAAGQHNLLFLGPPGTGKTMLASRLTGLL 239
NTDB id 1460 ASU2 RS09990 WP 015674260.1 LLQVVNFMNKRDSLPIAQQIPQKTQE.IQPLVKRDLTDIIGQQHAKRALMIAAAGQHNLLFLGPPGTGKTMLASRLADLL 238
NTDB id 1387 A4U84 RS06900 WP 020457569.1 LLQVVNFLNNRDQLPIAQQLSQNIAE.NRPLVSRDLTDIIGQQHAKRALIIAASGQHNLLFLGPPGTGKTMLASRLADLL 238
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logo PADPELMETSNELDLDKTEQEAMILESCTTAKASVI LAHNTS IVLARTVNGQAQSNKMVLEGKSIPLAEVDNETVQFGKQSRHQELNMWNTRKEIKTLQPRPFRSAPHHTS ISASDLSPMPTAVAMLVGGGANTSVPYIPGQRKPGE I SLATHHNGLVLFLDEMLPEFDKNERERTQKTVLEDSTVA
NTDB id 73052 FPG3 RS09610 WP 034098360.1 PPMTLKEALETTKIHSVAGKVK.DVGLMNQRPFRSPHHTASSVALVGGGSYPQPGEISLAHNGVLFLDELPEFKREVLEV 317
NTDB id 1323 RA0C RS07335 WP 004916218.1 PPLTLKEALETTKIHSVAGKMGAETSLMTIRPFRSPHHTISDVALVGGGSYPQPGEISLAHNGVLFLDEMPEFKRTVLEV 318
NTDB id 1271 LPP RS03220 WP 011213198.1 PELSETQALECAAINSIRGKLP.DFREWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDELPEFNRQVLET 314
NTDB id 1248 GCO85 RS03150 WP 011213198.1 PELSETQALECAAINSIRGKLP.DFREWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLDELPEFNRQVLET 314
NTDB id 1446 BW25113 RS19560 WP 000058964.1 PDLSNEEALESAAILSLVNAES.VQKQWRQRPFRSPHHSASLTAMVGGGAIPGPGEISLAHNGVLFLDELPEFERRTLDA 313
NTDB id 1153 A1552VC RS00115 WP 000521788.1 PEMSDEEAMETASIASLTQQEI.NQHNWKLRPFRAPHHSSSMAALVGGGTIPRPGEISLAHNGLLFLDEMPEFERKVLDS 314
NTDB id 1397 DSB67 RS15690 WP 005535577.1 PEMSDEEAMETASVASLTQSEI.NEHNWKTRPFRAPHHSSSMAALVGGGSVPRPGEISLAHNGLLFLDEMPEFDRKVLDS 314
NTDB id 1349 HI 1117 AAC22771.1 PEMTDLEAIETASVTSLVQNEL.NFHNWKQRPFRAPHHSASMPALVGGGTIPKPGEISLATNGVLFLDELPEFERKVLDA 318
NTDB id 1460 ASU2 RS09990 WP 015674260.1 PAMSDDEAIETASVTSLVQNEL.NFHNWKERPFRAPHHSASMVALVGGGSIPKPGEISLAHNGVLFLDELPEFERKVLDA 317
NTDB id 1387 A4U84 RS06900 WP 020457569.1 PEMEDDEAIETASVTSLVQNEL.NFQNWKKRPFRSPHHSASMVALVGGGSIPKPGEISLAHNGVLFLDELPEFERKVLDA 317
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NTDB id 73052 FPG3 RS09610 WP 034098360.1 MRQPLEDREVTISRAKFTITYPSSFMLVASMNPSPSGFFNDPDAPNTSSPHEMNRYLSKISGPLLDRIDIHIEVTPVPFD 397
NTDB id 1323 RA0C RS07335 WP 004916218.1 MRQPLEDREVTISRAKFTVNYPASFMLVASMNPSPSGFFPDD.PNNTSSSFEMQRYLNKLSGPLLDRIDIHIEVQKVEFD 397
NTDB id 1271 LPP RS03220 WP 011213198.1 LREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRIDMQVTIHALSQE 394
NTDB id 1248 GCO85 RS03150 WP 011213198.1 LREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRIDMQVTIHALSQE 394
NTDB id 1446 BW25113 RS19560 WP 000058964.1 LREPIESGQIHLSRTRAKITYPARFQLVAAMNPSPTGHYQGNHN..RCTPEQTLRYLNRLSGPFLDRFDLSLEIPLPPPG 391
NTDB id 1153 A1552VC RS00115 WP 000521788.1 LREPLESGEIVISRAQGKTRFPARFQLVGALNPSPTGYYEGSQA..RANPQSILRYLSRLSGPLLDRFDMSIEIPALPKG 392
NTDB id 1397 DSB67 RS15690 WP 005535577.1 LREPLESGEIIISRAQGKTRFPARFQIVGALNPSPTGYYEGNQA..RTNPQAILRYLGRLSGPLLDRFDMSLEIPALPKG 392
NTDB id 1349 HI 1117 AAC22771.1 LRQPLESGEIIISRANAKIQFPARFQLVAAMNPSPTGHYTGTHN..RTSPQQIMRYLNRLSGPFLDRFDLSIEVPLLPQG 396
NTDB id 1460 ASU2 RS09990 WP 015674260.1 LRQPLEAGEIIISRANAKVQFPASFQLIAAMNPSPTGHYQGTHN..RTSPQQVMRYLNRLSGPFLDRFDLSIEVPLLPKG 395
NTDB id 1387 A4U84 RS06900 WP 020457569.1 LRQPLESGEIIISRANAKVQFPACFQLIAAMNPSPTGHYQGTHN..RTSPQQLMRYLNRLSGPFLDRFDLSIEVPLLPQG 395
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LNAKWYLNQMLDQSGTNPTSPRKQTECIREAEHMRQHYVDFCARPEKLAELNQTDGDKESRSVAKEESDLQAFMQELWLF ILKREGKSTENTVAML INEHSTHRKLKNGLS IVARGAFWYQDHRLI IL

NTDB id 73052 FPG3 RS09610 WP 034098360.1 KLTE..KRNGESSVEIRKRVTVAREIQTARFELFDNIHYNAQMSTKQIREHCALDEASLQLLKTAMERLNLSARAFDRIL 475
NTDB id 1323 RA0C RS07335 WP 004916218.1 QLSD..KRKGESSEIIRQRVLKAREIQQERYQDL.AISYNAQMGPKEIEHFCELDEVSLLLIKNAMEKLNLSARAYDRIL 474
NTDB id 1271 LPP RS03220 WP 011213198.1 ELIKPNTHLEKQSLAIREKVTKMHEIQMARQD.....SLNANLNSKTCEMVCELGSEEQLFLREVMSKLKLSARGYHRLL 469
NTDB id 1248 GCO85 RS03150 WP 011213198.1 ELIKPNTHLEKQSLAIREKVTKMHEIQMARQD.....SLNANLNSKTCEMVCELGSEEQLFLREVMSKLKLSARGYHRLL 469
NTDB id 1446 BW25113 RS19560 WP 000058964.1 ILSK.TVVPGESSATVKQRVMAARERQFKRQN.....KLNAWLDSPEIRQFCKLESEDAMWLEGTLIHLGLSIRAWQRLL 465
NTDB id 1153 A1552VC RS00115 WP 000521788.1 TLAN.GGDRGESTAAVRQRVWVARERMLARSG.....KVNALLQSREIEQYCPLLKADAEFLESALHRLGLSIRAYHRII 466
NTDB id 1397 DSB67 RS15690 WP 005535577.1 TLSE.GGDRGEPTAIVKERVNQARDCMLARSG.....KVNALLGSREIEAFCPLQKSDAEFLENALHRLGLSIRAYHRII 466
NTDB id 1349 HI 1117 AAC22771.1 SLQN.TGDRGETSAQVREKVLKVREIQMERAG.....KINAYLNSKEIERDCKLNDKDAFFLEKALNKLGLSVRAYHRIL 470
NTDB id 1460 ASU2 RS09990 WP 015674260.1 ALQS.SDNRGETTEQVRKRVFLARELQMARAG.....KINAKLTTKEIERDCRLAEKDALFLENALTKLGLSVRAYHRIL 469
NTDB id 1387 A4U84 RS06900 WP 020457569.1 ALQNNTDQRGETTEQARKRVLEARHLQFNRRG.....KINAQLTTKEIEQDCKLTDRDALFLENALTKLGLSVRAYHRIL 470
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NTDB id 73052 FPG3 RS09610 WP 034098360.1 KVSRTIADLEGTDKVNSSHIAEAIQYRSLDREGWLG..... 511
NTDB id 1323 RA0C RS07335 WP 004916218.1 KVSRTIADLERETNIQSHHIAEAIQYRSLDRDFWKV..... 510
NTDB id 1271 LPP RS03220 WP 011213198.1 KVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1248 GCO85 RS03150 WP 011213198.1 KVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1446 BW25113 RS19560 WP 000058964.1 KVARTIADIDQSDIITRQHLQEAVSYRAIDRLLIHLQKLLT 506
NTDB id 1153 A1552VC RS00115 WP 000521788.1 KVARTIADLQGEAQIARPHLAEALGYRAMDRLLKQLSAQNV 507
NTDB id 1397 DSB67 RS15690 WP 005535577.1 KVARTIADLEGSPQIERTHLAEALGYRAMDRLLKQLTAQAV 507
NTDB id 1349 HI 1117 AAC22771.1 KVSRTIADLQGEQQIFQPHLAEALGYRAMVRLLQKLSNM.. 509
NTDB id 1460 ASU2 RS09990 WP 015674260.1 KVSRTIADLANEPNIQQIHLAEALGYRAMDRLLQRLQGEN. 509
NTDB id 1387 A4U84 RS06900 WP 020457569.1 KVSRTIADLAGEAQIQQPHLAEALGYRAMDRLLQRLQGES. 510
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