
logo MTLLKKLLS I S I FSGLL IANAQEKFTIG IASCSKQDKDLSLLDKVVEKKPNLF IWMGDNIYGDTYDMKVLEAKYQKLTNNPHFKN
NTDB id 73027 AS87 RS06920 WP 004917115.1 MTLLKKLLSISIFSGLLIANAQEKFTIGIASCSKQDKDLSLLDKVVEKKPNLFIWMGDNIYGDTYDMKVLEAKYQKLTNNPHFKN 85
NTDB id 1331 RA0C RS06070 WP 004917115.1 MTLLKKLLSISIFSGLLIANAQEKFTIGIASCSKQDKDLSLLDKVVEKKPNLFIWMGDNIYGDTYDMKVLEAKYQKLTNNPHFKN 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LKKNVPMLSTWDDHDYGWNDAGKEYPHKEASKALFLKYWEVNNKFRQTNPNGIYGVEYFTFKNKKIQI I I LDTRFNRDALCKFES
NTDB id 73027 AS87 RS06920 WP 004917115.1 LKKNVPMLSTWDDHDYGWNDAGKEYPHKEASKALFLKYWEVNNKFRQTNPNGIYGVEYFTFKNKKIQIIILDTRFNRDALCKFES 170
NTDB id 1331 RA0C RS06070 WP 004917115.1 LKKNVPMLSTWDDHDYGWNDAGKEYPHKEASKALFLKYWEVNNKFRQTNPNGIYGVEYFTFKNKKIQIIILDTRFNRDALCKFES 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TMPFGKNDYVPCRDTSKSFLGEAQWNWLEE I LKTPADLR I LVSS IQFSHEYNGWESWTNLPSQQQKMMDL IKKTKAENLFVI SGD
NTDB id 73027 AS87 RS06920 WP 004917115.1 TMPFGKNDYVPCRDTSKSFLGEAQWNWLEEILKTPADLRILVSSIQFSHEYNGWESWTNLPSQQQKMMDLIKKTKAENLFVISGD 255
NTDB id 1331 RA0C RS06070 WP 004917115.1 TMPFGKNDYVPCRDTSKSFLGEAQWNWLEEILKTPADLRILVSSIQFSHEYNGWESWTNLPSQQQKMMDLIKKTKAENLFVISGD 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VHWGELSKYSLPNQYP IYDLTSSGLTEKWPSLEPNKFR IGEAVVEPNYGI I EYDGENQITFKLYDHKDI LKLNYQLDLETLKFK
NTDB id 73027 AS87 RS06920 WP 004917115.1 VHWGELSKYSLPNQYPIYDLTSSGLTEKWPSLEPNKFRIGEAVVEPNYGIIEYDGENQITFKLYDHKDILKLNYQLDLETLKFK 339
NTDB id 1331 RA0C RS06070 WP 004917115.1 VHWGELSKYSLPNQYPIYDLTSSGLTEKWPSLEPNKFRIGEAVVEPNYGIIEYDGENQITFKLYDHKDILKLNYQLDLETLKFK 339
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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