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NTDB id 73010 Vt282 RS06370 WP 162062887.1 ..MQHQPTFFFFDYETWGTSPAKDRPSQFAGVRTDMDFNIVGEPVVIYCQPPSDYLPSPEAALITGITPQTAVTKGLSEPEFIAQ 83
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEPEFIAR 85
consensus ** !!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!*!!!*!!!!!*! !!!! !!!!!!!!!!!! ! * !! !!!!!!

logo IHAQEQLASTPNTINSLGYNS IRFDDEVTRYTCYRNFFIDPYAWSWQHNGNSRWDLLDVLMRACHALRPEGI EWPENDEDGFTSFKLEHLSVA
NTDB id 73010 Vt282 RS06370 WP 162062887.1 IHQQLATPNTISLGYNSIRFDDEVTRYTCYRNFFDPYAWSWQNGNSRWDLLDVMRACHALRPEGIEWPENEDGFTSFKLEHLSVA 168
NTDB id 1141 GTF74 RS08270 WP 001183680.1 IHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFTSFKLEHLSVA 170
consensus !! ! !!!!! !!!!!!!!!!!!!!!!!!!!! !!!!!!!!*!!!!!!!!!!*!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!

logo NGI EHSNAHDAMADVIATI ELMAKKVKAAQPKLFDYFFLSTMRHKKRKLNTEL IDIVNMQTPLMHVSGMLGRECRHYTSWIVP I
VAWHPTNQN

NTDB id 73010 Vt282 RS06370 WP 162062887.1 NGIEHSNAHDAMADVIATIEMAKKVKAAQPKLFDYFLSMRHKKKLNELIDIVNMTPLMHVSGMLGRECHYTSWIVPVAWHPTNQN 253
NTDB id 1141 GTF74 RS08270 WP 001183680.1 NGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHYTSWIVPIAWHPTNQN 255
consensus !!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!! *!!!!*!! !!!!!!! !!!!!!!!!!!!!*!!!!!!!!*!!!!!!!!

logo AVIVVDLAGKDPKQPLLELDADEATLQRAERLYTKRHYETDLAEPDELPVPVKLVHI
LNKCP I LAPAKTLTAENAGQKIG IDNREQCLAEHNLNQLVI

LRQHP
NTDB id 73010 Vt282 RS06370 WP 162062887.1 AVIVVDLAKDPKPLLELDADALRERLYTKHTDLAEDELPVPVKLVHINKCPILAPAKTLTAENAGKIGINREQCLENLQLLRQHP 338
NTDB id 1141 GTF74 RS08270 WP 001183680.1 AVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQKIGIDREQCLAHLNVIRQHP 340
consensus !!!!!!!*!!! !!!!!!!* ! !!!!** !!!*!!!!!!!!!!!*!!!!!!!!!!!!!!!!! !!!! !!!!! *!***!!!!
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NTDB id 73010 Vt282 RS06370 WP 162062887.1 ELREKLIGLFATEREYETQNDVDTQLYDNFFSPADRAAMDIIRQTPAEQLADLDLEYSDARIAPLLFRYRARNYPWTLNENEQLR 423
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADKRIEPLLFRYRARHYPHTLTDTEQRR 425
consensus !*!!!!* *! !!!* !!!*!!! !!!!!!!!!!*!!! !**!*!* ! * ! !! !!!!!!!!!*!!*!! * !! !
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NTDB id 73010 Vt282 RS06370 WP 162062887.1 WQNHCQDYFQSRIDDYMINLENLVHEHESDEKKIALLKSVYQYVEKLVL 472
NTDB id 1141 GTF74 RS08270 WP 001183680.1 WAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus ! !! !!! ** !!*!!!!!!!!! !*!!*!*!!!!!*!!!!! *
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