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MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFM
TESNHTL IMFKRFLYRKQKRFKRLQHNTLMALAFLALS I ITPLTI

V
I
T

NTDB id 73004 Vt282 RS02405 WP 415663433.1 .........................................MESNHLIMFKLYRKQRFKRLQHTLMLAFLALSITPLTVI 39
NTDB id 1143 A1552VC RS01965 WP 001883436.1 MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTLIMFRFYRKQKFKRLQNTLMAAFLALSIIPLTIT 80
consensus ***************************************** !!!*!!!!* !!!!*!!!!!*!!! !!!!!!! !!!*

logo ALFFLHSHSKQDLEQEQQSTSHYL IVSVRDNSKQQQI
V
I
VDYLMMNAKRESEVMGFVVRSELAYASGGRFYGLVNAFQNRLDGLVNS I EADAREQHLAQ

NTDB id 73004 Vt282 RS02405 WP 415663433.1 ALFFLHSHSQDLQEQSTSHLISVRDSKQQQIVDYLNARESEVMGVVRSELAYASGGRFYGLVNAFQNLGLNIEDARQLAQ 119
NTDB id 1143 A1552VC RS01965 WP 001883436.1 ALFFLHSHSKDLEQQSTSYLVSVRDNKQQQVIDYMMAKESEVMGFVRSELAYASGGRFYGLVNAFQRLDVSIEAAREHAQ 160
consensus !!!!!!!!! !! !!!!*!*!!!! !!!!**!!* !*!!!!!! !!!!!!!!!!!!!!!!!!!!! ! * !! !! *!!

logo QRYI ITGSGDQIKTS IVLPEQSESSVFYNVAGSTERYRLLHKRYHGWASFYLELLKRSDFDDI LLVDIDNGNVTVYS IYKHYDNYFGTNLLDTGKYHQ
NTDB id 73004 Vt282 RS02405 WP 415663433.1 QRYIIGSGDQIKTSILPESEVFNATERYRLLHKRYHGSFLELLKRSDFDDILLVDINGNVTYSIYKHDYFGTNLLDGKYH 199
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QRYITGSGDQIKTSVLPQSSSYVGSERYRLLHKRYHWAYLELLKRSDFDDILLVDIDGNVVYSIYKYDNFGTNLLTGKYQ 240
consensus !!!! !!!!!!!!!*!! ! * **!!!!!!!!!!! *!!!!!!!!!!!!!!!!! !!! !!!!!*! !!!!!! !!!*

logo

D
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D
TNLGHKATFKARLEQDQETVANEQKQRKQTNSELDFYTPVVFI SDFAVEQEHDEGKQSYAWI

LGAP I IQQGYLHSYAMFRLPNSNAS ILTKL IADEGNNSNSNVPWS IM
NTDB id 73004 Vt282 RS02405 WP 415663433.1 NDNLGKAFKALQDEVAQKRKQSLDYTPVVFSDFAEHEGKSYAWIGAPIIQQGYLHSYAMFRLPNNSLTKLIADNNNVWSI 279
NTDB id 1143 A1552VC RS01965 WP 001883436.1 DTNLGHTFKRLEQTVNEQRKTNEDFTPVVISDFVQEDGKQYAWLGAPIIQQGYLHSYAMFRLPSNAITKLIAEGSSNPSM 320
consensus !!!* !! ! ! !! !*!!!! !!! **!! !!!*!!!!!!!!!!!!!!!!!!! ! *!!!!!* *!*
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NTDB id 73004 Vt282 RS02405 WP 415663433.1 KTLLVNKNNQLRTLSYSQEDVDNSQSIINQAFTQPTSVGTFTNSLGEEIIAAHSHIQAKGLDWALVVEVSEKEAFSRIKQ 359
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QTILVGQDHRSRTLTSAEIAVEKSKAVVDLALSGKRAVGTYTNTDGEQIIAAYAPINLKNIHWALVVELPEKEAFARVRQ 400
consensus !*!! * !!!* !* ! ** ! * * !!!*!!* !! !!!!* !* ! **!!!!!!**!!!!! !**!

logo LEKTLFVFIAMLTVAI LVLVVI
V
I
V
A
SSHYLSNF ITASPLLKLTWASAEKRAVSAGDLDSAEAEMINTERKTDE IGRLATVASFERMQRS IREKI
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NTDB id 73004 Vt282 RS02405 WP 415663433.1 LETLFVIAMLVAILVVIVSSHYLSNFITAPLLKLTWSAEKASAGDLSA.EINTERTDEIGRLATAFERMQRSIREKMQLI 438
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LEKLFVFAMLTAIVLVVIASHYLSNFITSPLLKLTWAAERVSAGDLDEAMINTERKDEIGRLAVSFERMQRSIREKISLI 480
consensus !! !!! !!! !!**!** !!!!!!!!! !!!!!!! !!* !!!!! * !!!!! !!!!!!! !!!!!!!!!!!* !!
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R
E
SQNEKELENSNLKL IL IRKKQNDEELQLANKLKDEFLATTSHELRTPLHGMI

VGIAEAL I SGANGP IRSASAEHKYQLDGI I I SSGQRLAT
NTDB id 73004 Vt282 RS02405 WP 415663433.1 REQNEELENNLKLIRKKNEELQLANKLKDEFLATTSHELRTPLHGMVGIAEALISGANGPIRSEHKYQLGIIISSGQRLT 518
NTDB id 1143 A1552VC RS01965 WP 001883436.1 KSQNKELESNLLIIRKQNDELQLANKLKDEFLATTSHELRTPLHGMIGIAEALISGANGPISAAHKYQLDIIISSGQRLA 560
consensus * !! !!! !! *!!! !*!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!! !!!!! !!!!!!!!!



logo TLVDDLLDYHKMRYGANLMDIDQRTCAVDLSSATRLVLELSHSHLLGKNKQTI
LR I INQVPSEVEQPVWVCSADPQRLEQVLYNL IVGNAIKY

NTDB id 73004 Vt282 RS02405 WP 415663433.1 TLVDDLLDYHKMRYGNMDIDTCAVDLSSATRLVLELSSHLLGNKQIRIINQVPVEPVWVCADPQRLEQVLYNLVGNAIKY 598
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TLVDDLLDYHKMRYGALDIQRCAVDLSSATRLVLELSHHLLGKKTLRIINQVSEQPVWVSADPQRLEQVLYNLIGNAIKY 640
consensus !!!!!!!!!!!!!!! *!! !!!!!!!!!!!!!!!!*!!!! ! *!!!!!!* !!!!*!!!!!!!!!!!!!*!!!!!!

logo TRSEGKIV I SANTI
Y
I
VDADKMVRVQVVDTGQGIPADEQLEHI FEPL IQAGDHDASRYRQGAGLGLS I SRQL IVELMGHGSTLYVSSQPMV

NTDB id 73004 Vt282 RS02405 WP 415663433.1 TREGKIVISANIVDAKMRVQVVDTGQGIPADQLEHIFEPLIQAGDDASRYRQGAGLGLSISRQLVELMGGSLYVSSQPMV 678
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TSEGKIVISATYIDDKVRVQVVDTGQGIPAEQLEHIFEPLIQAGHDASRYRQGAGLGLSISRQLIELMHGTLYVSSQPMV 720
consensus ! !!!!!!!! *! !*!!!!!!!!!!!!!*!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!*!!!*!*!!!!!!!!!

logo GTTFSFTLPLASTEDEEQI
VAQARHLSTDELSLPHFQAPESVLYADMSEELPTEVEQASNSLPENEPDHGEPLLLVAVDDEPVNLRVLDSFLRLAEGYRVHRTAKQ

NTDB id 73004 Vt282 RS02405 WP 415663433.1 GTTFSFTLPLATEDQVAQARHSDSLHFQAPESYAMEETVEASLPENPDGELLLVVDDEPVNLRVLDSFLRLAGYRVRTAK 758
NTDB id 1143 A1552VC RS01965 WP 001883436.1 GTTFSFTLPLASEEEIAQARLTELPHFQAPEVLDSELPEQSNLPENEHGPLLLVADDEPVNLRVLDSFLRLEGYRVHTAQ 800
consensus !!!!!!!!!!!*!* *!!!!*** *!!!!!! ! * !!!!**!*!!!! !!!!!!!!!!!!!!!! !!!!*!!

logo DGHYEQAVLEQAS I EKEREKPELVLLDI
VMMPGLMSGYQVCEKS ILREQSTYDHNAI ELP I

V IMLTALNQASDDRI
VRGFENASGANDYLSKPFNKQELA

NTDB id 73004 Vt282 RS02405 WP 415663433.1 DGYEALQSIEEEKPELVLLDVMMPGLSGYQVCESIRESYDNIELPVIMLTALNQADDRIRGFNSGANDYLSKPFNKQELA 838
NTDB id 1143 A1552VC RS01965 WP 001883436.1 DGHQVLEAIKREKPELVLLDIMMPGMSGYQVCEKLRQTYDHAELPIIMLTALNQSDDRVRGFEAGANDYLSKPFNKQELA 880
consensus !!* ! ! !!!!!!!!!*!!!!*!!!!!!! *! *!!* !!!*!!!!!!!! !!!*!!! !!!!!!!!!!!!!!!!

logo AR I LVAVHLSTASKQAEKLRR I ENAQQVLQDKELKRHRAAMVEASL ILETQGRLLEQLESAPEAI LVCTVKRENDGNKRI
VRFANEAAARLFKRRSTPVEQ

NTDB id 73004 Vt282 RS02405 WP 415663433.1 ARILVHLSASQAEKRRIENQVLQDELRHRAAVEASLIETQGRLLEQLESAPEAIVCTRNDNRIRFANEAAARLFKRSVEQ 918
NTDB id 1143 A1552VC RS01965 WP 001883436.1 ARIVAHLTASKAELRRIENAQLQKELKHRAMVEASLLETQGRLLEQLESAPEAILCVKEGNKVRFANEAAARLFRRTPEQ 960
consensus !!!* !!*!! !! !!!!! !! !!*!!! !!!!!*!!!!!!!!!!!!!!!!!*! * !**!!!!!!!!!!!*!**!!

logo LKRSNSASEE I
L
I
LAPKRFLDNI ESQEHYCGKNI

VDI
VYVDEDMVRQHI

L
D
SADI

VLRLPEQAGSGLKQASMYI FDNNVGGGSVNAAQRIHNNLETAI
VEALSSY

NTDB id 73004 Vt282 RS02405 WP 415663433.1 LKRSSSEEILAPRFLDISQEHYCGKVDIYVEDMRQHIDADILRLPEASGLKSMYIFDNGGGVNAQRINNLETAIEALSSY 998
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LKRSNAEELIAPKFLNIEQEHYCGNIDVYVDDVRQHLSADVLRLPQGSGLQAMYIFNVGGSVNAARIHNLETAVEALSSY 1040
consensus !!!! !!**!!*!! ! !!!!!! *!*!!*!*!!!* !!*!!!! *!!! !!!! !! !!! !!*!!!!!*!!!!!!

logo AFDEGDKDGKLQKQLKELGGEFTRLADKRAVSGSDEQYKQSKQDLMRAEVLVDEAMTSTALDNYWERSSVSGHQSKFTFAEQSGLWRVYLDRSTLQ
NTDB id 73004 Vt282 RS02405 WP 415663433.1 AFDGDKGKLQQLKELGGEFTRLADRVSSDQKSKQDLMREVLVDAMTTALDYWESSSGHSKFTFAEQSGLWRVYLDRSTLQ 1078
NTDB id 1143 A1552VC RS01965 WP 001883436.1 AFEGDKDKLQKLKELGGEFTRLADKASGEYQSKQDLMRAVLVEAMTSALNYWERVSGQSKFTFAEQSGLWRVYLDRSTLQ 1120
consensus !!*!!! !!! !!!!!!!!!!!!!* ! * !!!!!!! !!!*!!!*!! !!! !!*!!!!!!!!!!!!!!!!!!!!!!



logo TRTLDKYLR I ETLPKTPRWRTVLNSLDEYI LDEHNCKDEAMGTKPERTHKI EEML
QRDKLQKYLLTSTE

NTDB id 73004 Vt282 RS02405 WP 415663433.1 TRTLDKYLRIETLPKTPRWRTVLNSLEYILDNCKDMTKERTKIEELRDKLQYLLTT. 1134
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TRTLDKYLRIETLPKTPRWRTVLNSLDYILEHCKEAGPERTHIEMQRDKLQKLLTSE 1177
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!*!!!**!!* *!!!*!! !!!!! !!!**
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X ≥ 50% conserved


