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NKVILIGRLGRDPEVRYMPNG AV@NIFSVATSETWND NG R|YERTEWHNIT YRKLAE AGQYL KGQIVY
NKVILIGRLGDPEVRYMPNG AV[ENJSVATSETWND NG RIYERTEWHRIT YRKLAE AGQYL Kc@avy
NKVI GNLG DP REMPNG AVAJ SVATSE WNDKYTGER EMTEWHRIE} R [AEVAGQYLRKGSVY

NKVIL GNLG DPEVRYMENGEAVAN VATSETWRIDKHTGER ERTEWHR | Y®KLAEVAG YLRKGSEVY
NKVILIGNLG DPEVRYMPEGAVAN  ATSETWRDKITGEW E TEWHR T Y@KLAEVAG YLRKGSHVY
R N N N N Ry R ety oy ey R R ey e e N N e N e N e N N W

s SRy 'vAQ e RNEgz 2P i) ks

BpoMIMLGGR E YDE SQE YERPA QSR PAPDINS. .. ..
BN oMIAMLGGR E YEEGY QSQE Y[MRPA QSR PASDINGS . .. ..

EG LETRKWQDQIYGADRY TEI[ pses] [#QMLBEREEEE DFGGNQS (NAPA[RITN GGYSDNYQNNNFNGGN
EGNLQTRKWQN QGQD@Y TE VVQGYNG MQMLGGR [¢fe]0l NQQQERIQSMGIPQ[. . . . . .AMRQQA
EGINLQTRKWQWMQSGQDRY TE ViUrleaqyfe MQMLGGRAQ.G M A QGlM VP QGS GQPQ ..... AKQHQE
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QEA INAPR 174
QEA APR 174
180
174
177

X non conserved
B similar
> 50% conserved
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