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NTDB id 1157 A1552VC RS03895 WP 001888250.1 .............MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKSP 67
NTDB id 1045 H0N27 RS16330 WP 168727019.1 ....MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYP 76
NTDB id 72849 W01 RS08815 WP 173053915.1 MTVDIQASPARVLVVDDEPDILELIELALLRMGLQVDRASNVQEALQQLDTKTYQLCLTDMRLPDGEGLEVVQYIIARNM 80
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ......MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHP 74
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 DVPIVFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDNKNQNYQGFIGSSQTMQAVYRTID 147
NTDB id 1045 H0N27 RS16330 WP 168727019.1 NTPIAVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQK.VEHDTTENALENKLLIGRSLPIQQLRIAIK 155
NTDB id 72849 W01 RS08815 WP 173053915.1 HVPVAVITAHGNMENAIFALKAGAFDYLPKPVALTQLRALVNAVLKLPP.LS...ATVRKGVRTLLGLSPAMEKVRDLID 156
NTDB id 1473 PAKAF RS24000 WP 003094694.1 QTPVAMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRN.PE...AEEAPVDNRLLGESPPMRALRNQIG 150
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VNCAGAIPEKSTDTEL IMESEFLFGYHRVKKGASFTGAAEITEKQTEDKREQGALAIFELQSAADHNSGGST
NTDB id 1157 A1552VC RS03895 WP 001888250.1 SAASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGGT 227
NTDB id 1045 H0N27 RS16330 WP 168727019.1 KIARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGS 235
NTDB id 72849 W01 RS08815 WP 173053915.1 RVARSQAPVHISGESGSGKELAARLIVEKSARRDQPFITVNCGAIPETLMESEFFGYRKGAFTGAEKDREGLFQAANGGT 236
NTDB id 1473 PAKAF RS24000 WP 003094694.1 KLARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGT 230
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 LFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRARG 307
NTDB id 1045 H0N27 RS16330 WP 168727019.1 LFLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERG 315
NTDB id 72849 W01 RS08815 WP 173053915.1 LFLDEVADLPLSMQVKLLRVIQEKKVRKVGATQEESVDVRIISATHNALAEQVQQGKFRQDLYYRLNVITLLMPPLRAMR 316
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LFLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERR 310
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 DDVIEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPINRA 387
NTDB id 1045 H0N27 RS16330 WP 168727019.1 EDVLLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAP....LRANIS 391
NTDB id 72849 W01 RS08815 WP 173053915.1 DDIAEVANHFLARLCGDAKVE...LASSALKALQQYDFPGNVRELENIIERALALCSDDIIMPADLQLAP....TD.... 385
NTDB id 1473 PAKAF RS24000 WP 003094694.1 EDIPLLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLAD....AP.... 382
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 LPLAHE...........NKVSVHEIFPLW....MTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKE 452
NTDB id 1045 H0N27 RS16330 WP 168727019.1 NPFASAAQSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQ 471
NTDB id 72849 W01 RS08815 WP 173053915.1 ..FAETT.......TKP...SVAGKYPLTDYLDSVERAAILEALQQTNFNRTAAAKVLGVTFRALRYRMDRLDITDKDE. 452
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..GASQE.......GAA...SLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID..... 445
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KERV
NTDB id 1157 A1552VC RS03895 WP 001888250.1 KER 455
NTDB id 1045 H0N27 RS16330 WP 168727019.1 .EV 473
NTDB id 72849 W01 RS08815 WP 173053915.1 ... 452
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ... 445
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