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NTDB id 1060 ABD1 RS04380 WP 000355489.1 NB ARFRVNAFNQWNMRGAGAVFRTIPS|SVLT DI[MPRG VLVTGPTGSGKSTTLAAM |y 155
NTDB id 1040 HON27 RS13360 WP 000355489.1 N@ ARFRVNAFNQNMRGAGAVFRTIPS|SVLT D I[@MPRG VLVTGPTGSGKSTTLAAM |y 155
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