
logo

MADEMKQSQRAPQCKLAVL IMLVEDDTEAEPSDLVIACLRALELMYLDEQR I
L
M
S

A
Y
TLAGSTKPRLMDKGI

L
E
K
D
I
V
T
E
H
N
R

I
L
R
S

V
A
A
G
R
Y

R
T
N
G
V
E
K
R
D
Q
EAI

K
L
R

A
Q
E
K
S
L
F
I
L
G
T
A
Q
S
R
E
F
R
E
H
P
R

F
P
YDAL ICLLTDLMNRMLPDMGDTSGMLQDLVLVKYQAYHI

V
A
K
Q
S

E
Q
H
K
N
R

H
N
S
Y

L
P
N
Q
D
T
VP I

V

NTDB id 1157 A1552VC RS03895 WP 001888250.1 .........MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKSPDVPI 71
NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 72680 FGKAn22 RS10730 WP 212785632.1 MADKRACVLLVDDEPDILELLDLALSKMGLEVERAANVREALAKLASRRYDLCLTDMRMPDGDGLQVVQHIAQHNLDVPV 80
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 ELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRARGDDVI 311
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