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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLAPAWEG 85
NTDB id 72614 M2494 RS09965 WP 003381120.1 MRTGMIALALGLVVLRFLPALPPTWLVLLMPILALMLLPFRT............YPLALFLLGFTWACVSAQWALNDRLQQRLDG 73
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLPFRW............RPLAFFLFGLVWACLNAQWALDDRLPVDLDG 73
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NTDB id 1426 RS RS05575 WP 011001070.1 KDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRWQLTLRLKRPH 170
NTDB id 72614 M2494 RS09965 WP 003381120.1 QTLWLQGKVVGLPSVAEGVVRFELAHATS.RRAKLPALIRVAWYG....................GPEVRSGERWRLAVKLKRPG 137
NTDB id 1199 PSJM300 12650 AFN78592.1 RTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYG....................GPEIRSGERWRLAARLKRPS 137
consensus ***** ! ! *!!** ****!!** *! * ***! **!**!!! *!****!*!!*!***!!!!

logo

S
G
M
L
M
VNPDGSGAFDGYQEYAAWMLLADQRDRVIRGAATGYTI

V
K
V
Y

A
D
TGEKRRAILRAENPAALMGEADAGSGVGLRSHSVAEGRAWRADAGR I

L
VRRQHRLLTAAVDELPAEHQAGRYEAPGAGVLIVAALVLVGDQGSGI

L
A
S
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NTDB id 72614 M2494 RS09965 WP 003381120.1 SGDWQVLQDTGTVHLLVISGQHIGLLAGVIYALV.......AGLARWGLWP..RALPWLPSACALAFIAALGYGLLAGFEVPVRR 283
NTDB id 1199 PSJM300 12650 AFN78592.1 TADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVV.......LLLARWGIWP..QRLPWLPWACGLAFAGALGYGWLAGFEVPVRR 285
consensus **!! ****!!**!!**!!!*!****!!***!** *!!!!***! **!*** ****!***!**!**!!!**!!**!

logo

T
A
L
C
V
LML

V
G
A
I
M
TVALVLAWRLARDFRSHVLPGVSVWW

L
S
P
F
L
C
L
W
I
S
A
A
F
L

A
N
V

A
G
LVAL ILMVEDPW

L
V
A
S
T
V

M
L
S
Q
A
PGGFWLSFAGVAVGAI

L
V

I
L
F
I
V

W
L
A
I
A
F
S
R
IVAADARD

G
D
R
V
L
R
G
R
S
V

W
P
A
SWPVRAWRGL

W
Q
R
A
G
S

A
L
W

NTDB id 1426 RS RS05575 WP 011001070.1 TLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARIVAADARDDVRRPAWPVRAWRGLRGA 425
NTDB id 72614 M2494 RS09965 WP 003381120.1 ACVMVGMVLLWRLRFRHLGVVWPFLISFNAVLIVEPLVTLQPGFWLSFAAVGILVLIFS.......GRLGSWSW.......WQSW 354
NTDB id 1199 PSJM300 12650 AFN78592.1 ACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFR.......GRLGVPSW.......WRAL 356
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NTDB id 1426 RS RS05575 WP 011001070.1 ARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEPWSQPVLIWAEAS.FAWLMPWLDALALPGGS 508
NTDB id 72614 M2494 RS09965 WP 003381120.1 TRAQWLIAIGLLPILLALNLPISLSGPFANLLAVPWVSVIVLPPALIGTLLLPFPVVGEGLLWLAGGALEWLFVFLG.WVAEALP 438
NTDB id 1199 PSJM300 12650 AFN78592.1 LYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVPWLGEALLWLAGGLLAVLFELLA.LIAGWQP 440
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NTDB id 1426 RS RS05575 WP 011001070.1 VWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGP 593
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NTDB id 1426 RS RS05575 WP 011001070.1 RQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAW 678
NTDB id 72614 M2494 RS09965 WP 003381120.1 RFGEF.DIGQRVVVPAMRKSGVRHLDLMLISHADADHAGGAAAVHRAFPVNRVLGGELTR.......LAPQLDARLCENNERWEW 597
NTDB id 1199 PSJM300 12650 AFN78592.1 RYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQRAMPVGAVLSGEPER.......LPAALDARSCRTGQRWTW 599
consensus !*!** !***!!**! *! !* *!****!!*!*!!!!!* ** ***!! *!**** * ** ***** ! **!! !

logo

N
D
Q
GVANVFES ITVLWYRPWEPVQVAPSDRAAPTVDNSSGNQAAGRSCMVLMRS IVADENAGARGYEARALMLLATGDIGDARVAHQQAEARAAL IMVADAGSEAPGEFMDERVLMNRADRI

WLQLVAPHHGSNRTSSSSAGKAVFLADQAV
NTDB id 1426 RS RS05575 WP 011001070.1 DGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAV 763
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NTDB id 1426 RS RS05575 WP 011001070.1 SAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 72614 M2494 RS09965 WP 003381120.1 APVGVLISRGQNNAFGHPHPLVMSRYRWLGITHHDSAELGAISLQLG..AFGQPRAERAQRRFWRD.................. 738
NTDB id 1199 PSJM300 12650 AFN78592.1 AADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSLQLG..AFGGARRMRDEPRFWREK................. 741
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