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NTDB id 72546 FNL85 RS01305 WP 002324312.1 MERKDVTPKMKKNNGIWRKLGLGLVGGIIGGLVTAGIFYAVMGSGNAASNSGGHQNSAGETVVENVKVNVDSDITNAVDKVQDAV 85
NTDB id 381 SMU RS09890 WP 002262650.1 .....MNNTKSHPFLKWFIPFLVIFLTFILGVISTLTFNWITGNKS.F.....SNNGK..TTVSNVIYDTKSNTTKAVKNVKNTV 72
NTDB id 425 SGO RS10525 WP 012131081.1 ......MKNSSNFFKKTLQVFIVLLVGFIGGVAGTWGFSYFSTPHS.A.....TNNNQKTATTVTTSYKNSNSTTEAVDKVKDAV 73
NTDB id 256 KZH43 RS10270 WP 000681597.1 ......MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSS.V.....N.NSNNNSTITQTAYKNENSTTQAVNKVKDAV 72
NTDB id 215 SPD RS10945 WP 000681597.1 ......MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSS.V.....N.NSNNNSTITQTAYKNENSTTQAVNKVKDAV 72
NTDB id 181 SPR RS10425 WP 000681597.1 ......MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSS.V.....N.NSNNNSTITQTAYKNENSTTQAVNKVKDAV 72
NTDB id 145 SP RS11450 WP 000681597.1 ......MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSS.V.....N.NSNNNSTITQTAYKNENSTTQAVNKVKDAV 72
NTDB id 539 SM12261 RS09395 WP 000681587.1 ......MKHLKTFYKKGFQLLVVIVISFFSGALGSFSINQLTQKST.E.....S.TSNNNSTITQTAYKNENSTTQAVNKVKDAV 72
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logo VSVINTLYQSEKSAQSTNDNRNSQDGSNATYS INYVGNFFYDGQLFSGQSDQGEQNEKNDSNDKSTGSDDENTESDGNSDLQEGQRAVIAYSGSEGSGVIYRKKSDNKGDNDKYSEAYLIVTNTNHVVI EKNDGQAEKQSGKLVEDVI LMRMLKASNDGKNTKVKVPAGKELIVGSTADATYF
NTDB id 72546 FNL85 RS01305 WP 002324312.1 VSVINLQSQNQGTNGFGQLFGQQQESSDDSNLEASSEGSGVIYKKSGNSAYIVTNNHVVEGQQGLEVLLKDGTKVKAELVGTDAY 170
NTDB id 381 SMU RS09890 WP 002262650.1 VSVINYQKTDNSYYNYD..SGSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGKKVVGKLVGSDTY 155
NTDB id 425 SGO RS10525 WP 012131081.1 VSVITYSESNSDAIF.......DNNNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGNKVPGEIVGTDTY 151
NTDB id 256 KZH43 RS10270 WP 000681597.1 VSVITYSANRQNSVF.......GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTF 150
NTDB id 215 SPD RS10945 WP 000681597.1 VSVITYSANRQNSVF.......GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTF 150
NTDB id 181 SPR RS10425 WP 000681597.1 VSVITYSANRQNSVF.......GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTF 150
NTDB id 145 SP RS11450 WP 000681597.1 VSVITYSANRQNSVF.......GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTF 150
NTDB id 539 SM12261 RS09395 WP 000681587.1 VSVITYSANRQNSVF.......GNDDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGTKVPGEIVGADTF 150
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LKTVGEPTAIA IGSPLGSDEYANSTVTESQGI IVSSLSNRQTNVTSSLQRTKNSENSDNGEQTAVIANS ITQNKAIQTDATAINPGNSG
NTDB id 72546 FNL85 RS01305 WP 002324312.1 SDLAVLKISADKVNKVASFGDSNSLKVGEPAIAIGSPLGSEYANSVTSGIISSLNRQVTSTNESNQTVNINAIQTDAAINPGNSG 255
NTDB id 381 SMU RS09890 WP 002262650.1 SDLAVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGETISTNAIQTDAAINPGNSG 240
NTDB id 425 SGO RS10525 WP 012131081.1 SDISVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQTIATQAIQTDAAINPGNSG 236
NTDB id 256 KZH43 RS10270 WP 000681597.1 SDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSG 235
NTDB id 215 SPD RS10945 WP 000681597.1 SDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSG 235
NTDB id 181 SPR RS10425 WP 000681597.1 SDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSG 235
NTDB id 145 SP RS11450 WP 000681597.1 SDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSG 235
NTDB id 539 SM12261 RS09395 WP 000681587.1 SDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSG 235
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NTDB id 72546 FNL85 RS01305 WP 002324312.1 GPLVNIEGQVIGINSSKIASTSASSSGVSVEGMGFAIPSNDVVNIINQLEKDGKVTRPALGITMVDLSAVSTQQQEQILKIPESV 340
NTDB id 381 SMU RS09890 WP 002262650.1 GALINIKGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGISMANLSEASTSGR.DTLKIPSDV 324
NTDB id 425 SGO RS10525 WP 012131081.1 GPLVNIQGQVIGITSSKIANTNN..GSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALGIQMVNLSSLSSSSS.DRLKLPDNV 318
NTDB id 256 KZH43 RS10270 WP 000681597.1 GPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDI.RRLNIPSNV 315
NTDB id 215 SPD RS10945 WP 000681597.1 GPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDI.RRLNIPSNV 315
NTDB id 181 SPR RS10425 WP 000681597.1 GPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDI.RRLNIPSNV 315
NTDB id 145 SP RS11450 WP 000681597.1 GPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDI.RRLNIPSNV 315
NTDB id 539 SM12261 RS09395 WP 000681587.1 GPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNINTSDI.RRLNIPSNV 315
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NTDB id 72546 FNL85 RS01305 WP 002324312.1 TNGVIVTSVQPATPAEKAGLKQYDVITKIDDTDVSSGVELQSVLYQKKVGDSVKVTYYRGKEKKTTTIQLTIDQSALKQSQSENS 425
NTDB id 381 SMU RS09890 WP 002262650.1 TSGIVVLSTQSGMPAD.GKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKLTFYREKDKQTVEIQLTKTSQDLNH...... 402
NTDB id 425 SGO RS10525 WP 012131081.1 KNGVVVRSTQTGMPAD.GKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKVTYYRDGKEQTTTIKLTKSTDDLSSE..... 397
NTDB id 256 KZH43 RS10270 WP 000681597.1 TSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLES...... 393
NTDB id 215 SPD RS10945 WP 000681597.1 TSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLES...... 393
NTDB id 181 SPR RS10425 WP 000681597.1 TSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLES...... 393
NTDB id 145 SP RS11450 WP 000681597.1 TSGVIVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSGDLES...... 393
NTDB id 539 SM12261 RS09395 WP 000681587.1 TSGVVVRSVQSNMPAN.GHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLDKSSGDLES...... 393
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