
logo MKQSTLQLKRLSQHLALTPQLQQS IRLLQLSTI
LELNQQE I

VEQALQTDENPLLERAEENEPDWELADQTSARVFIGADGSPVDNALQSSSATPLPSHTAE
NTDB id 72513 M52SOB RS13700 WP 131112331.1 MKQTLQLKLSQHLALTPQLQQSIRLLQLSTLELNQEIEQALQDNPLLERAEPDEAQ..VFG..GSPDAL........SHA 68
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTE 80
consensus !!!*!!!*!!!!!!!!!!!!!!!!!!!!!!*!!*!!*!!!! *!!!!!! * ** !**!!* !!**********
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NTDB id 72513 M52SOB RS13700 WP 131112331.1 TEPAPSAGEE...........RIETSAEWGEDGLEWPSAGAKGPRDPNDENDADAGELQAAATSLTDHLIAQLALSQLAG 137
NTDB id 1425 RS RS02020 WP 011000369.1 SPPPAANGADHADTAEASYENGSDFDSDYGTERSDWSLDDFARK.PQSDEDDRAPMQLREAEPTQREFLMEQLAPLKLSP 159
consensus **!** ! ************ * **! * *!* **** !! ! * ! ! ** **!* !!!* ! *
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VGARDSAARECLLTLQLAQNRLDPASTP
NTDB id 72513 M52SOB RS13700 WP 131112331.1 RDRLLVAFLIEALDEDGYLDQPLEELAEVLPAELIGEPDEVIEDLQIALKHLQSLDPTGVGARDARECLLLQLANLPATP 217
NTDB id 1425 RS RS02020 WP 011000369.1 RDKGLVIFLIESLDDEGYLTGSLDEILADLPAELEVE....LDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLD.SP 234
consensus !!* !! !!!! !!**!!! *!*!* !!!!! !*******!! !!**!!! !! !*!!! ! !!! !!! !***!
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LKKALTGSCVDDEGAELKRASAHQEL IRSLANPFRPGAHAQFAGRSALDEATDRFYVVPDVI
VVRKLTARAGGQWMVAQLNPQ

NTDB id 72513 M52SOB RS13700 WP 131112331.1 ERTLAMTIVRDHLEQLAAHDYARIKKATGCDDEALRSAQELIRSLNPRPGAQFASLDTRYVVPDVIVRKLRGQWVAQLNQ 297
NTDB id 1425 RS RS02020 WP 011000369.1 AKPLALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNP 314
consensus **!!*!!! !!! !!!*!! !*!!! *!! !* !*!!!!!! ! !!* !* * *!!!!!*!!! * !*!!!!*

logo DVMPRLR INDRMQYADQI
LLRRSHSRGENSGASASNLQTGQKQLQEAKRWL IKNI

VQQRFDTIALRVASQAIVDERQKRASFFDTHGE I
VAMRPLTVLRE IA

NTDB id 72513 M52SOB RS13700 WP 131112331.1 DVMPRLRINRQYADLLRRHR.NSGSSNLTGQLQEAKWLIKNVQQRFDTIARVAQAIVDRQRAFFDHGEVAMRPLTLREIA 376
NTDB id 1425 RS RS02020 WP 011000369.1 DVMPRLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIA 394
consensus !!!!!!!!! !! *!! *!* !! !! !!!!*!!!!!*!!!!!!! !! !!!!*!!* !! !!!*!!!!! !!!!!
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NTDB id 72513 M52SOB RS13700 WP 131112331.1 ETVDLHESTISRVTTQKYLACPRGIYELKYFFGSHVATDTGGAASSTAIRALIRQLVAAEDGQKPLSDARIADILGEQGF 456
NTDB id 1425 RS RS02020 WP 011000369.1 DTLGLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGF 474
consensus *!* !!!!!!!!!!!*!!*!*! ! *!!!!!!!!!! !*!!!!!!!!!!!!!!*!!!*!!!* !!!! !!!**!!!!!!
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NTDB id 72513 M52SOB RS13700 WP 131112331.1 KVARRTVAKYRESLGIPPVNLRKTL 481
NTDB id 1425 RS RS02020 WP 011000369.1 VVARRTVAKYREALKIPAVNLRKSL 499
consensus !!!!!!!!!!! ! !!*!!!!!*!
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