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NTDB id 624 LCA RS00040 WP 011373726.1 ....MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNA.NGD..READFINCVIWRKSAENFANFTKKGSLVGV 73
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 72505 M52SOB RS11200 WP 131111885.1 ..MASVNKVILVGNLGADPEIRYLPNGDAVANIRLATTESWKDKATGEKKELTEWHRVVFYRKLAEIAGQYLKKGSQVYV 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
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NTDB id 624 LCA RS00040 WP 011373726.1 DGRLQTRNYENQQGQRVYVTEVVVD....NFSLLESRTTTEQRQGDGASQNFNSNQSNGSQQSGFTSPQQT......... 140
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNEN....SGGAP..YDEGY..GQSQEAYQRPAQQSRQ...... 138
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNEN....SGGAP..YEEGY..GQSQEAYQRPAQQSRQ...... 138
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQ....GG.MP..AQGGMNVPAQQGSWGQPQQPA........ 145
NTDB id 72505 M52SOB RS11200 WP 131111885.1 EGRLRTRKWQGQDGQDRYTTEIEA....NEMQMLGRREGM....GD.AG.........PRDSGA................ 124
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSG....GD.FG.........GNQGSGWNQAPAQTNYNQGGYS 140
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NTDB id 624 LCA RS00040 WP 011373726.1 ...................GNAPAANNTQADPFANNGQAIDISDDDLPF 170
NTDB id 1131 NGFG RS05740 WP 003695064.1 ..........PAPDAPSHPQEAPAAPRRQPVPA...AAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 ..........PASDAPSHPQEAPAAPRRQPVPA...AAPVEDIDDDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ..............KQHQPMQQSAPQQYSQPQY...NEPPMDFDDDIPF 177
NTDB id 72505 M52SOB RS11200 WP 131111885.1 .................RPAARPAPQS...APS...NGGFNDVEDDIPF 150
NTDB id 1390 A4U84 RS00055 WP 021115958.1 DNYAQNNNFNGGNATRPQPAQKPAAQA...EP......PMDNFDDDIPF 180
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