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LR STLPLNLGNESCVIRIPQ FQ MK LESEMIDMKENMIAKKQGL LFSGPTG GKSTLMYQMV|YAOMYLNLN I IEDPVEQ
LRISTLPLSLGQESCVIRIVPQFFQQQKSTYKFNDFKHLMNKKQGLLLFSGPTGSGKSTLMYQMVSYANKALNLNVISIEDPVEM
LRISTLPLSLGQESCVIRIVPQFFQQQKSTYKFNDFKHLMNKKQGLLLFSGPTGSGKSTLMYQMVSYANKALNLNVISIEDPVEM
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I§ RIGIPNQIFVN KABNTpY[ESISIRAKATLRCDPDVILIGEIRDE):| A BVIQASLSGHLVL T HARDCHGY LRL EMG SkIQ LEQ
QIPGIVQINVNDKAGINYVNSFKAILRCDPDVILIGEIRDKDVAKCVIQASLSGHLVLTTLHATDCKGAILRLLEMGISVQELIQ
QIPGIVQINVNDKAGINYVNSFKAILRCDPDVILIGEIRDKDVAKCVIQASLSGHLVLTTLHATDCKGAILRLLEMGISVQELIQ
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LT CRALE sl oklep Tk

IINLIINQRL TTEQWRQRQLVMEN BQQ YF|RPNIYNL P FTSLSHKLQLLNKEGVIDEKILRKYTI 324
ATNLIINQRLVTTIKQQRQLVCEILSQQQLRYFFSHNHSLPSSFKNLEDKLDDMTKAGVICETTMDKY I 324
ATNLIINQRLVTTIKQQRQLVCEILSQQQLRYFFSHNHSLPSSFKNLEDKLDDMTKAGVICETTMDKYI 324
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