
logo MKI FL ICEDDPKQRENRMVSTI I EKNYIMI EEKPMEKIAELATDNDNPYAE I
VLEQTASKNMNTDIGCYFLDIQLESSTDINGIKLGSE IRKHDPVGNI I

NTDB id 72466 GSP RS03745 WP 014613411.1 MKILICEDDPKQRERMVSIIENYIMIEEKPMKIELATNDPYAILETSKNMTDIGCYFLDIQLESDINGIKLGSEIRKHDPVGNII 85
NTDB id 7 SA RS10585 WP 000688492.1 MKIFICEDDPKQRENMVTIIKNYIMIEEKPMEIALATDNPYEVLEQAKNMNDIGCYFLDIQLSTDINGIKLGSEIRKHDPVGNII 85
consensus !!! !!!!!!!!!! !!*!! !!!!!!!!!! ! !!! !! *!! !!! !!!!!!!!!!! *!!!!!!!!!!!!!!!!!!!!!

logo FVTSHSELTYLTFVYKVAAMDF I FKDDPAEELRTR I IDCLETAHLKTRLDQLLSTKDHNSTVETI
LELKRGSTNSSVYVNQYDDI

VMFFESSPTKSHR
NTDB id 72466 GSP RS03745 WP 014613411.1 FVTSHSELTYLTFVYKVAAMDFIFKDDPEELRTRIIDCLETALKRLDLLTKDHTVETLELKRGTSSVYVNYDDVMFFESSPKSHR 170
NTDB id 7 SA RS10585 WP 000688492.1 FVTSHSELTYLTFVYKVAAMDFIFKDDPAELRTRIIDCLETAHTRLQLLSKDNSVETIELKRGSNSVYVQYDDIMFFESSTKSHR 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!* !! !!*!!**!!!*!!!!!* !!!!*!!!*!!!!!!*!!!!

logo L IAHLDNRQI EFYGNLKELASQLDDRFFRCHNSFYVLVNRHRNI ETS IVDSTKER IAVYFKNEKEFHCYAVSVRNLVKKI
NTDB id 72466 GSP RS03745 WP 014613411.1 LIAHLDNRQIEFYGNLKELAQLDDRFFRCHNSYVLNRRNITSVDTKERIAYFKNEEFCYVSVRNLKKI 238
NTDB id 7 SA RS10585 WP 000688492.1 LIAHLDNRQIEFYGNLKELSQLDDRFFRCHNSFVVNRHNIESIDSKERIVYFKNKEHCYASVRNVKKI 238
consensus !!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!*!*!!*!! !*!*!!!! !!!! !*!! !!!!*!!!
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