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NTDB id 1314 DR RS00625 WP 010886768.1 MTLPSPAAAHAELLALLTLRFTPGLGPRRIENLRRHFGSAEAALAA.PLTELRRVEGLDSRSVAAIGGA....KAAEEAR 75
NTDB id 1021 ACIAD RS00975 WP 004930462.1 MITILSSHHYHTIKVWYVL....QHSLSGFKKLIHYFGDCETALQPQRLSDWQK.LGLHANHLKRLEEVHT.LQGQQQFE 74
NTDB id 72369 GYH29 RS01545 WP 043592347.1 ........MKAPPHDWLLLALTPGIGPAGFLRLIDAFGGADAALNA.NSRQTEP.LIGKEAAEA.....LQRREAAASAE 65
NTDB id 1094 KZH42 RS01320 WP 002224767.1 .......MTEDERFAWLQLAFTPYIGAESFLLLMRRFGSAQNALSA.PAEQVAA.LIRHKQALEAWRNAEKRALARQAAE 71
NTDB id 1089 NMB RS00600 WP 002224767.1 .......MTEDERFAWLQLAFTPYIGAESFLLLMRRFGSAQNALSA.PAEQVAA.LIRHKQALEAWRNAEKRALARQAAE 71
NTDB id 1120 NGFG RS10355 WP 020997408.1 .......MTEDERFAWLQLAFTPYIGAESFLLLMRSFGSAQNALSA.PAEQVAP.AVRHKHALEAWRNAEKRALARQAAE 71
NTDB id 1122 OK783 RS09595 WP 003705341.1 .......MTEDERFAWLQLAFTPYIGAESFLLLMRSFGSAQNALSA.PAEQVAP.AVRHKHALEAWRNAEKRALARQAAE 71
NTDB id 1250 GCO85 RS13065 WP 027219989.1 .........MNNLQPLLALNRMKRIGPRTVLKLQKRWPDLNLMFQL.S.....S.VDLEEAGLPSWLAQTIKNFDPDFIK 64
NTDB id 1388 A4U84 RS04945 WP 062924099.1 .........MTHLTKLLALLQVPQLGAQRIGRLLSEVDF.GEFCQY.DKTALKQ.MGWNERQIQRWFNP.....EHKWID 63
NTDB id 1399 DSB67 RS15600 WP 010645755.1 ....MTPQNDIDLAAWLKLSCLPGIGGVKMNKLLSKDTP.SNIVQY.STEQLQL.LGLTAKQLQAW.SQ.....VDKEVD 67
NTDB id 1152 A1552VC RS00200 WP 000654772.1 .......MKDQDLAAWLALCFTPKLGSKTISHLLATRLP.AQLQSF.TPKQWLA.CGLKPEQLVFLTTQ.....AAKQAE 65
consensus * ** *** ! *** *** *** !** ** * *** * ** * ** ** * * **

logo

K
T
Q
A
D
E
M
C
ALATNQEKQWRVLAEAEQSMS

T
Q
A
R
A
E
P
T
S
D
E
H
N
R
S

H
Q
T
N
G
D
Q
R
V
H
C
F
T
Y
H
Q
R
I
L
V
L
M
G
S
L
T
R
W
P
L
A
F
G
H
L
D
Q

C
L
S
D
A
D
P
E
A
G
Y
L
D
F
YPFRSAPEAQLMLAEIKTAPEQLSTYIGAGQSVNLSADTRSPAPAFP I

L
VLWYFGIAVLEQKRGAIRSENAGILRWVGRSEQCSALEVLLLAGLGTAIPSTVHDELPQKHPAMQSLVIAGAMVIVGTSRDKANHPYATSHVPTYDHQAGEKNLRMAEHQRHLVWNITAEGYKRAHNQTDI

FAGSAGSTYKRFADSE I
L

NTDB id 1314 DR RS00625 WP 010886768.1 AELNKA.AERGVTLLGRGLPGYPAALEALGDPPAVLWVRGAGGAELLAGLGTVPHSVGIVGTRAASPHALALTRTIAGEL 154
NTDB id 1021 ACIAD RS00975 WP 004930462.1 KMLAQL.QTHTDFIVTPDDPAYPSQLIPYQDRPPILFGQGSIQSL.......IQPQIAVVGSRKPSPHGRQVAYDFSYFL 146
NTDB id 72369 GYH29 RS01545 WP 043592347.1 AALEWAQTP.GCQLVSLLDDDYPPQLAESNAPPPLLFARGRRELL.......AEPMLAIVGSRAATPQGKQNAENFSRDL 137
NTDB id 1094 KZH42 RS01320 WP 002224767.1 AALEWEMRD.GCRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVQLL.......HKPSAAIVGSRHATPQAMRIAKDFGKSL 143
NTDB id 1089 NMB RS00600 WP 002224767.1 AALEWEMRD.GCRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVQLL.......HKPSAAIVGSRHATPQAMRIAKDFGKSL 143
NTDB id 1120 NGFG RS10355 WP 020997408.1 AALEWEMRD.GCRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVRLL.......HKPSAAIVGSRHATPQAMRIAKDFGRAL 143
NTDB id 1122 OK783 RS09595 WP 003705341.1 AALEWEMRD.GCRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVRLL.......HKPSAAIVGSRHATPQAMRIAKDFGRAL 143
NTDB id 1250 GCO85 RS13065 WP 027219989.1 TDLNWLSSSENHHILTWDSPYYPALLKEIADPPFILYAKGELSAL.......TQPSLAIVGSRNASVTGNENARAFSREI 137
NTDB id 1388 A4U84 RS04945 WP 062924099.1 QALQWAEQD.QQQILTLFDEDYPFLLKQISTAPPVLFVRGNVESL.......SLPQIAIVGSRDYSHYGEHWAGHFSAEL 135
NTDB id 1399 DSB67 RS15600 WP 010645755.1 ACLTWVAASSHHHILTLADALYPPLLKQTVAPPPLLFVKGEASCL.......PQPQIAMVGSRNASVDGLQHTRTFASDL 140
NTDB id 1152 A1552VC RS00200 WP 000654772.1 QCLQWRSAANNRYIVTPHCPLYPRLLKEINSSPPVLFIEGIWEAV.......HDPAVAIVGSRNASVDGRQIARQFATEL 138
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NTDB id 1314 DR RS00625 WP 010886768.1 AAAGVLIVSGLARGVDTAAHTAALEAASGEASSPTIGVLGSAVDVIYPRENHDLAGRMV.....VVSEYPLGTGPAQHHF 229
NTDB id 1021 ACIAD RS00975 WP 004930462.1 SEKGFYITSGLAHGIDEAAHQGSLVH......HRAIAVVGTGLDLCYPSGNKALKQHIRDQGGAIVSEFLPGTPPLQAHF 220
NTDB id 72369 GYH29 RS01545 WP 043592347.1 AEHGYCIVSGLASGIDAAAHHGALGQA.....SSTVAVVGTGIDRVYPASNRQLAHRIAE.EGLILSEFALGMGPLAAHF 211
NTDB id 1094 KZH42 RS01320 WP 002224767.1 GGKGIPVVSGMASGIDTAAHQGALQAE.....GGTIAVWGTGIDRIYPPVNKNLAYEIAE.KGLIVSEFPIGTRPYAGNF 217
NTDB id 1089 NMB RS00600 WP 002224767.1 GGKGIPVVSGMASGIDTAAHQGALQAE.....GGTIAVWGTGIDRIYPPVNKNLAYEIAE.KGLIVSEFPIGTRPYAGNF 217
NTDB id 1120 NGFG RS10355 WP 020997408.1 GGKGIPTVSGMASGIDTAAHQGALEAE.....GGTIAVWGTGIDRIYPPANKNLAYEIAE.KGLIVSEFPIGTRPYAGNF 217
NTDB id 1122 OK783 RS09595 WP 003705341.1 GGKGIPTVSGMASGIDTAAHQGALEAE.....GGTVAVWGTGIDRIYPPANKNLAYEIAE.KGLIVSEFPIGTRPYAGNF 217
NTDB id 1250 GCO85 RS13065 WP 027219989.1 SRHGVSIVSGLALGIDAHAHLGCLEGG.....GKTIAVLGTGIDCIYPRRHLKLAEQITE.NGLLLSEFPLKSPPIAGHF 211
NTDB id 1388 A4U84 RS04945 WP 062924099.1 VKHQLAVTSGLAIGIDGFCHQRAANEN.....GITIAVLGSGLDQVYPARHKKLAEQIVETSGALVSEFFPSQPPIAENF 210
NTDB id 1399 DSB67 RS15600 WP 010645755.1 VQHDLIVTSGLALGIDGHAHDGALLAG.....GKTIAVLGSGLEQVYPARHRGLAQRVAE.NGALVSEFRPDAKPRAENF 214
NTDB id 1152 A1552VC RS00200 WP 000654772.1 AQSGLVVTSGLALGIDGYAHDGALQAQ.....GQTVAVLGSGLAQVYPKQHQGLAERIIA.QGALVSEFAPHTPPKADHF 212
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NTDB id 1314 DR RS00625 WP 010886768.1 PSRNRVIAALSAGVLVVEGERKSGSLITATHALDCGRTVFAVPGRAGDPRASGPHALIRDGAVLTESAQDVLTEL....N 305
NTDB id 1021 ACIAD RS00975 WP 004930462.1 PRRNRIVSGLSLGVLVVEATLKSGSLITANKAAEQGKVVFAIPGHIYSEFHQGCHQLIREGAILVDHPEQIIEDLALPTH 300
NTDB id 72369 GYH29 RS01545 WP 043592347.1 PRRNRIIAGLSRGCLVAEANTGSGSLITARLAMENNREVMAIPGSIHNPQSRGCHRLIKDGAKLVETVDDVLDEVGRLQR 291
NTDB id 1094 KZH42 RS01320 WP 002224767.1 PRRNRLIAALSQVTLVVEAALESGSLITARLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECPGLLQ 297
NTDB id 1089 NMB RS00600 WP 002224767.1 PRRNRLIAALSQVTLVVEAALESGSLITARLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECPGLLQ 297
NTDB id 1120 NGFG RS10355 WP 020997408.1 PRRNRLIAALSQVTLVVEAALESGSLITAGLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLTECLDDILNECPGLLQ 297
NTDB id 1122 OK783 RS09595 WP 003705341.1 PRRNRLIAALSQVTLVVEAALESGSLITAGLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLTECLDDILNECPGLLQ 297
NTDB id 1250 GCO85 RS13065 WP 027219989.1 PLRNRIISGLSLCILVIEAAIKSGSLITARMALEQNRDVLAIPGSIHNPLARGCHYLLQQGAKLVTSVADVLDELKIEHH 291
NTDB id 1388 A4U84 RS04945 WP 062924099.1 PRRNRIISGLSLGTLVIEATVNSGSLITARYALEQGREVFALPNSVQNPYSEGCHKLIKEGALLVENVEDILEAI....A 286
NTDB id 1399 DSB67 RS15600 WP 010645755.1 PRRNRIISGLSLGVLVVEAAEKSGSLITARYALEQGREVFALPASINAPNASGGNQLIQNGACLVQNTQEVLNEIQSLLD 294
NTDB id 1152 A1552VC RS00200 WP 000654772.1 PRRNRIISGLSLGVVVVEAAEKSGSLITARYAAEQGREVFVVPGSIFNAASQGSNQLIRQGACLVQSVQQIHQELKNALT 292
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NTDB id 1314 DR RS00625 WP 010886768.1 WGLAPAP..............................AVPDLPPEQARVL.RALQTPATLDDLAATTGLSIPELQTALVM 354
NTDB id 1021 ACIAD RS00975 WP 004930462.1 WHSQSTASGEANADDSGK...............TDDADLPDDLL...PLYQLLDWQGQDLDQLAQHYQGSTAELTAQLME 362
NTDB id 72369 GYH29 RS01545 WP 043592347.1 KR.................................PRAKPAAPTAESPLLEAMGFDPISMDALSTTLGLTVGELYAMLLE 338
NTDB id 1094 KZH42 RS01320 WP 002224767.1 NTGASSYSINKGIPEKRITAVQTASDQLSLPEGKMPSEKTENRPVGGSILDRMGFDPVHPDVLAGQLAMPAADLYAALLE 377
NTDB id 1089 NMB RS00600 WP 002224767.1 NTGASSYSINKGIPEKRITAVQTASDQLSLPEGKMPSEKTENRPVGGSILDRMGFDPVHPDVLAGQLAMPAADLYAALLE 377
NTDB id 1120 NGFG RS10355 WP 020997408.1 NTGASSYSINKDTPDTGRRTVQTAY..APPPAAKMPSEGAAGGTAVGGILDKMGFDPIHPDVLAGQLAMPAADLYAALLE 375
NTDB id 1122 OK783 RS09595 WP 003705341.1 NTGASSYSINKDTPDTGRRAVQTAY..APPPAAKMPSEGAAGGTAVGGILDKMGFDPVHPDVLAGQLAMPAADLYAALLE 375
NTDB id 1250 GCO85 RS13065 WP 027219989.1 Q.....FTSNKPIFS..........................LASGKENLVKFIGFETTTIDQIIDRSGYGMEQVTSGLAE 340
NTDB id 1388 A4U84 RS04945 WP 062924099.1 WQRQ.SVHIQPSLFDTKPK.......QAVKSEPKFAKNLPELTACQQQLFEQISLEPISVDDLAKATDMAVETALIELLN 358
NTDB id 1399 DSB67 RS15600 WP 010645755.1 WSINQSL....DLFSAPID.....................EEELPFPQLLANVGNEATPVDILASRTNIPVQEVMMQLLE 349
NTDB id 1152 A1552VC RS00200 WP 000654772.1 WSLSEQVPYQATLFSAVQS.....................DEELPFPELLANVGIEATPIDILASRTQIPVQDIMMQLLE 351
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NTDB id 1314 DR RS00625 WP 010886768.1 LQLQGLAYEVGGRWSR..... 370
NTDB id 1021 ACIAD RS00975 WP 004930462.1 LELLGVCIQQSGRYLRCRSPY 383
NTDB id 72369 GYH29 RS01545 WP 043592347.1 LELAGLVASHPGGLFQRLNLG 359
NTDB id 1094 KZH42 RS01320 WP 002224767.1 LELDGSVAAMPGGRYQRIRT. 397
NTDB id 1089 NMB RS00600 WP 002224767.1 LELDGSVAAMPGGRYQRIRT. 397
NTDB id 1120 NGFG RS10355 WP 020997408.1 LELDGSVAAMPGGRYQRIRT. 395
NTDB id 1122 OK783 RS09595 WP 003705341.1 LELDGSVAAMPGGRYQRIRT. 395
NTDB id 1250 GCO85 RS13065 WP 027219989.1 LELKGAVIAVPGGYIRCEYER 361
NTDB id 1388 A4U84 RS04945 WP 062924099.1 LELLGVVKQVRGGYVIT.... 375
NTDB id 1399 DSB67 RS15600 WP 010645755.1 LELSGHVVAVSGGYIRKGRG. 369
NTDB id 1152 A1552VC RS00200 WP 000654772.1 LELLGHVVAVPGGYIRKGRG. 371
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