
logo

MTKPM
N
A
SDLSASHTPMMQQYWKRLKNREQHPDQLMFYRMGDFYE I

LFYDEDAKKAAAKLLDITLTARGQSAGQTAS IPMACGIPFYHASAEGYLAKRLV
NTDB id 72349 BH81 RS06400 WP 162883726.1 ....MSDLSSHTPMMQQYWKLKNQHPDQLMFYRMGDFYEIFYEDAKKAAKLLDITLTARGQSAGQSIPMCGIPYHAAEGYLAKLV 81
NTDB id 1201 CAH03854.1 414..2993( ) MTKPNADLSAHTPMMQQYWRLKREHPDQLMFYRMGDFYELFYDDAKKAAALLDITLTARGQSAGTAIPMAGIPFHSAEGYLARLV 85
consensus **** !!! !!!!!!!!!*!! !!!!!!!!!!!!!!!*!!*!!!!!! !!!!!!!!!!!!!! !!!*!!!*! !!!!!!*!!

logo KLGESVVICEQI
VGDPAATSKGPVERQVVR I ITPGTI

VSDEAFLLDERRDNLLAAVLVGDERLFGLASVLDIATSGNRFSVLQE I
LKGWENTLLAE

NTDB id 72349 BH81 RS06400 WP 162883726.1 KLGESVVICEQVGDPATSKGPVERQVVRIITPGTISDEAFLDERRDNLLAAVLGDERLFGLAVLDITSGNFSVLEIKGWENLLAE 166
NTDB id 1201 CAH03854.1 414..2993( ) KLGESVVICEQIGDPAASKGPVERQVVRIITPGTVSDEALLDERRDNLLAAVVGDERLFGLSVLDIASGRFSVQELKGWETLLAE 170
consensus !!!!!!!!!!!*!!!! !!!!!!!!!!!!!!!!!*!!!! !!!!!!!!!!!!*!!!!!!!! !!!! !! !!! !*!!!! !!!!

logo LER I
L
N
SPAVELL IPDDWPQGLPALEKRRGSVRRRAPWDFDERDSAFHKSLCQQFSTQDLKGFGCENLTLAIGAAGCLLASYAKETQRTALPH

NTDB id 72349 BH81 RS06400 WP 162883726.1 LERINPVELLIPDDWPQGLPAEKRRGSRRRAPWDFERDSAHKSLCQQFSTQDLKGFGCENLTLAIGAAGCLLSYAKETQRTALPH 251
NTDB id 1201 CAH03854.1 414..2993( ) LERLSPAELLIPDDWPQGLPLEKRRGVRRRAPWDFDRDSAFKSLCQQFSTQDLKGFGCENLTLAIGAAGCLLAYAKETQRTALPH 255
consensus !!!* ! !!!!!!!!!!!!! !!!!! !!!!!!!!*!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!

logo LRSLRHERLADDTVI
VLDAGASRRNLELDTVNLASGGRDNTLQSVMDRCQTAMGSTRLLTRWLNRPLRDNLRETI

VLEQARQDTS IGTCFLLEHSYRFEQS
NTDB id 72349 BH81 RS06400 WP 162883726.1 LRSLRHERLDDTVVLDAASRRNLELDTNLAGGRDNTLQSVMDRCQTAMGTRLLTRWLNRPLRDLTVLQARQTSIGCFLESYRFES 336
NTDB id 1201 CAH03854.1 414..2993( ) LRSLRHERLADTVILDGASRRNLELDVNLSGGRDNTLQSVMDRCQTAMGSRLLTRWLNRPLRNREILEARQDSITCLLEHYRFEQ 340
consensus !!!!!!!!! !!!*!!*!!!!!!!!! !! !!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!! *! !!! !! ! !!*!!!!

logo LQPQLKDE IGDI
LER I LAR IGLRNARPRDLARLRDALAGALPAQLQAEAGMQTDSLEVAPHLLQEQLARTSTI

TSTYPELADELLAQRAI IDNPPAVIRDG
NTDB id 72349 BH81 RS06400 WP 162883726.1 LQPQLKEIGDIERILARIGLRNARPRDLARLRDALGALPALQEAMTSLEAPHLQQLARTTSTYPELADLLQRAIIDNPPAVIRDG 421
NTDB id 1201 CAH03854.1 414..2993( ) LQPQLKDIGDLERILARIGLRNARPRDLARLRDALAALPQLQAGMQDLVAPHLLELATSISTYPELAELLARAIIDNPPAVIRDG 425
consensus !!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!*!!! !! *! ! !!!! !! * !!!!!!!*!! !!!!!!!!!!!!!!

logo GVLKTGYDAPELDDELQSLSENAGQFYL IMDLEATREKARTGLANLKVGYNRVHGYF I ELPSKQAEQSAPADYIRRQTLKGAERF ITPELK
NTDB id 72349 BH81 RS06400 WP 162883726.1 GVLKTGYDAELDDLQSLSENAGQFLIDLEAREKARTGLANLKVGYNRVHGYFIELPSKQAEQAPADYIRRQTLKGAERFITPELK 506
NTDB id 1201 CAH03854.1 414..2993( ) GVLKTGYDPELDELQSLSENAGQYLMDLETREKARTGLANLKVGYNRVHGYFIELPSKQAESAPADYIRRQTLKGAERFITPELK 510
consensus !!!!!!!!*!!!*!!!!!!!!!!*!*!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!

logo EFEDKALSAKSRALAREKLMLYDEAELLEDML IGHLAPLQDESTAAALAELDMVLSNLAERALNLDLNCRPRFVESEQPCMRIDEQGRHPVVEQVL
NTDB id 72349 BH81 RS06400 WP 162883726.1 EFEDKALSAKSRALAREKMLYEALLEDLIGHLAPLQDTAAALAELDVLSNLAERALNLDLNCPRFVSEPCMRIDQGRHPVVEQVL 591
NTDB id 1201 CAH03854.1 414..2993( ) EFEDKALSAKSRALAREKLLYDELLEMLIGHLAPLQESAAALAELDMLSNLAERALNLDLNRPRFVEQPCMRIEQGRHPVVEQVL 595
consensus !!!!!!!!!!!!!!!!!!*!!* !!! !!!!!!!!!**!!!!!!!!*!!!!!!!!!!!!!!*!!!! !!!!!*!!!!!!!!!!!



logo

E
STPFVANDLGSLDDASTRMLVITGPNMGGKSTYMRQTAL IVLLAHQIGSFVPAAASCELSLVDR I FTR IGSSDDLAGGRSTFMVEMSET

NTDB id 72349 BH81 RS06400 WP 162883726.1 STPFVANDLSLDDSTRMLVITGPNMGGKSTYMRQTALIVLLAHIGSFVPAASCELSLVDRIFTRIGSSDDLAGGRSTFMVEMSET 676
NTDB id 1201 CAH03854.1 414..2993( ) ETPFVANDLGLDDATRMLVITGPNMGGKSTYMRQTALIVLLAQIGSFVPAAACELSLVDRIFTRIGSSDDLAGGRSTFMVEMSET 680
consensus !!!!!!!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ANI LHNASTDRSLVLMDEVGRGTSTFDGLSLAWAAAECHLAKQLRAFYTLFATHYFELTVLPESEPLVVATNVHLNSATEHNER IVFLHHRVL
NTDB id 72349 BH81 RS06400 WP 162883726.1 ANILHNATDRSLVLMDEVGRGTSTFDGLSLAWAAAECLAQLRAYTLFATHYFELTVLPESEPLVTNVHLNATEHNERIVFLHRVL 761
NTDB id 1201 CAH03854.1 414..2993( ) ANILHNASDRSLVLMDEVGRGTSTFDGLSLAWAAAEHLAKLRAFTLFATHYFELTVLPESEPVVANVHLSATEHNERIVFLHHVL 765
consensus !!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!! !! !!!*!!!!!!!!!!!!!!!!!!*! !!!! !!!!!!!!!!!!*!!

logo PGPASQSYGLAVAQLAGVPGEKVIQTRAKRDEHLQSRLETTSLPSHEAQPR I
P
K
TPGKQPAAPPMQSDLMFASLPHPVLEELGSKR I

V
K
N
P
VDDLVTPRQALE

NTDB id 72349 BH81 RS06400 WP 162883726.1 PGPASQSYGLAVAQLAGVPGKVITRAKEHLQRLETTSLPHEQPRPKPGKPAAPMQSDLFASLPHPVLEELSKVKVDDLTPRQALE 846
NTDB id 1201 CAH03854.1 414..2993( ) PGPASQSYGLAVAQLAGVPGEVIQRARDHLSRLETTSLSHEAPRITPGQPAPPMQSDMFASLPHPVLEELGRINPDDVTPRQALE 850
consensus !!!!!!!!!!!!!!!!!!!! !! !!**!! !!!!!!!*!! !!* !! !!*!!!!!*!!!!!!!!!!!! ** *!!*!!!!!!!

<0

logo LLYSLKQTR IO
NTDB id 72349 BH81 RS06400 WP 162883726.1 LLYSLQTRI. 855
NTDB id 1201 CAH03854.1 414..2993( ) LLYSLKTRI* 859
consensus !!!!! !!!
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X ≥ 50% conserved


