
logo MI
K
R
N
Q
R
S
H
K

G
V
I
F
L
I
A
S
R
R
I
Q
I
F
L
G
I
S
V
I
L
M

A
S
I
G
T
A
L
S

G
L
VAYA

I
S
A
L
M
I
F
L
S
M
A
L
M
S
Q
V
P
A
V
Y
A
L
S
L
Q
K
A
A
D
Q
A
N
V
A
D
N
S
I
M
L
E
K
I
T
K
T
S
N
I
L
V
D
K
V
P
V
A
L
M
N
A
P
Q

I
L
A
P
E
G
D
N
Q
G
R
I
T
V
R
E
L
I
D
K
R
F
L
V
S
M
QFDSNESKGLPLVPAKPQALQPARQGSAFYI

T
Q
I
L
T
Q
E
K
N
QPPSAR I

L
A
V
I LDLF IPDGSKTVAGTDQNSMQGKQI

L
G
A
K
P

K
Q
S
T

DQS
K
L
N
S
K
T

K
R
I
D
E
P
S
T

I
L
V

NTDB id 1284 ACE17W RS12370 WP 010946666.1 MRKIIAILILIS..ASLSMAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQKTKTI 83
NTDB id 1257 GCO85 RS04855 WP 163621000.1 MRKIIAILILIS..ASLSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQKTKTI 83
NTDB id 1009 ACIAD RS15175 WP 004923730.1 MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPP.QPQAYQLEQPARLILDFDKAGQKLAK..SLIPV 82
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQGLKQ..SKISV 82
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQGLKQ..SKISV 82
NTDB id 72347 BH81 RS01900 WP 025258136.1 MIRILSIIGVSLG.IAMLSPVLQAANLKTLDVAALPGDRIELKLSFDSPVP.APRGYTTEQPARIALDLPGVTSQLAT..KSRDL 81
NTDB id 1193 PA5040 NP 253727.1 MNSGLSRLGIALL.AAMFAPALLAADLEKLDVAALPGDRVELKLQFDEPVA.APRGYTIEQPARIALDLPGVQNKLGT..KNREL 81
consensus ! ** * ** * *** *** ** * ** ********** ! *** ! ** ***! !**!!* * * * * ***

logo

G
S
T
A
Q

A
V
L
T
N
G
N
S
E
T
L
A
H
R
SS IYVTVNDI

V
S
T
V
E
Q
A
S
A
V
D
K
Q
G
D
K
Q
DRASTVRAVLVTI ILVENMLDTKATRDTALSSVGPASFYSTSGTSRTVAEGSNI

N
T
V

L
Y
F
F
S
I
V
LKVLVIGNQGNSGISAKAPSQSANTAGTDSLNAQSFSVEASNQSAPKASEPTAVKMAGSTPRATVKAPALVASPYTVAPAQP I

S
A
K
F
A
P
I
K
R
T
N
P
S
Q
V
Y

A
S
V
V
P
N
A
P
A
G
Q

Q
V
K
P

K
R
H
Q
A
E
G
V
I
G
K
R
S

NTDB id 1284 ACE17W RS12370 WP 010946666.1 QLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFENSKE.V..............FITNQVVNAKHEIK 153
NTDB id 1257 GCO85 RS04855 WP 163621000.1 QLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVLNGKSNDLFENSKE.V..............FITNQVVNAKHEIK 153
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTA.............TPVAT........SAPAPQQGIG 146
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSN.............KPLPV........VS.AQPQGVS 145
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSN.............KPLPV........VS.AQPQGVS 145
NTDB id 72347 BH81 RS01900 WP 025258136.1 GAGNARSVVVVQAQDRTRVIINMTTLSPYSSRVEGNNLFVVVGQGAAAAQSSQPSTAMGTPRVAVPTPAPSAARPYVPAGVKAIR 166
NTDB id 1193 PA5040 NP 253727.1 SVGNTRSVTVVEAKDRTRLIINLTALSSYTTRVEGNNLFVVVGNSPAGASVASAAPVKASP.APASYAQPIKPKPYVPAG.RAIR 164
consensus * * !* ** *!*!***** ******!* * **** ** * ** ***

logo

R
NIGDFRQGR I

G
A
S
E
L
K
Q
Q
G
G
EGNRLVLVVIDVLQLSSDGPSTTGNLITSP I

P
VDI

V
T
Q
E
Q
V
QGGKSEKVIRVLIVDNRTFPAILKNGI

TQKLIPDELTAPNHLMRAKVRRYLNDTVTKNSDFHASTPVASQFISVINSTDSMASTQYATQNQSEDSKGSDGKNRVKATVGRSVMI STI ELQPSTKSGLDSFYDGEHYLSFM
NTDB id 1284 ACE17W RS12370 WP 010946666.1 RIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKVRMTILSKGDYGHF 238
NTDB id 1257 GCO85 RS04855 WP 163621000.1 RIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEGKKVRMTILSKGDYGHF 238
NTDB id 1009 ACIAD RS15175 WP 004923730.1 NIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVASIDSYNDGSNGVISIQSTGSYEYM 231
NTDB id 1039 H0N27 RS01460 WP 031993779.1 NIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVGVITIQSSGSYEYM 230
NTDB id 1052 ABD1 RS15850 WP 001017033.1 NIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVGVITIQSSGSYEYM 230
NTDB id 72347 BH81 RS01900 WP 025258136.1 NIDFQRGELGEGNVVIDLSSPGISPDIQEQGGKIRIDFAKTQLPEPLRVRLDVKDFATPVQFVSATTSGDKASISIEPSGSFDYS 251
NTDB id 1193 PA5040 NP 253727.1 NIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNASAQSDRTSITIEPSGLYDYL 249
consensus *!*!**** **! !**!** * ***!****! **** ** ***! ! *!*** !!**!!* * * *** ** **! **!*****

logo

V
AYQTVADNEKNRQKFLMTVIDS ILVRFKRPMLPQTNTADNKEDEALVINDEVRLQRTNARSASLKAKLYNDKNTKFPQANVFYSTGENKRKI

LSLDNFQNDIDSE I
VRASRVLQL ILADFTDNGLINLMVTVAASDKTSVQGGDNITLHRLNQKNDI

VPWDQALDLIVI
NTDB id 1284 ACE17W RS12370 WP 010946666.1 VYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQGDITLRLNDIPWDQALDII 323
NTDB id 1257 GCO85 RS04855 WP 163621000.1 VYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQGDITLRLNDIPWDQALDII 323
NTDB id 1009 ACIAD RS15175 WP 004923730.1 AYQAENKLTISLKRPQDN.VRLNSKNNQNYTGKKISLDFQDIEVRRVLQLLADFTNINMVTADSVQGNITLHLKDVPWDQALDII 315
NTDB id 1039 H0N27 RS01460 WP 031993779.1 AYQAENKLTISLKRPQDK.NVTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQGNITLRLKDVPWDQALDII 314
NTDB id 1052 ABD1 RS15850 WP 001017033.1 AYQAENKLTISLKRPQDK.NVTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQGNITLRLKDVPWDQALDII 314
NTDB id 72347 BH81 RS01900 WP 025258136.1 AYQTENKLTISVRPLTNEDLDRRAADKPVYTGEKLSLNFQDIDVRSVLQLIADFTNLNLVASDTVQGGITLRLQNVPWDQALDLV 336
NTDB id 1193 PA5040 NP 253727.1 VYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDLNLVASDTVQGNITLRLQNVPWDQALDLV 334
consensus *!! ************ *** * **! **!!*!!*!**! !!!!*!!!!**!*!**!*!!!*!!!*!***!!!!!!!**



logo LTKTQKNGLDKRKRLVKNGSNVLMIWLVIDATPAKVSDASE I
M
L
A
D
I
A
K
S
A
M
REREDQEQEALEKSAI

L
V
Q
K
Q
A
T
Q
S
I
A
S
T
E
V

E
KLEAP I

LQRRSTDEYLLI LQI
V
L
K
NYAKAGADI EMAGVKLFIKQTDSQKVGRQSTSNDSVNGSGTNQSGNLSQNHTSGGGTSTSTN

NTDB id 1284 ACE17W RS12370 WP 010946666.1 LTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAVLIKDKQ................... 389
NTDB id 1257 GCO85 RS04855 WP 163621000.1 LTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAVLIKDKQ................... 389
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKYAKAADIEKLITQGRNSGTSNSN.........TN 391
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTN 399
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTN 399
NTDB id 72347 BH81 RS01900 WP 025258136.1 LKTKGLDKRKVGSVLLVAPADEIAARERQELESLKQISELAPLRRELLQVNYAKAADIAKLFQSVTSV................. 404
NTDB id 1193 PA5040 NP 253727.1 LKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAADIAKLFQSVTSDGGQ.............. 405
consensus !*!**!!!!* !*!***** *** * !******* ** *!*!*********!!!!*!!* !* *

logo

G
L
S
N
A
T
T
GVEDPSLGDNSNVEN

G
G
T
S
K
L
A
E
L
D
G
S
E
G
D
PRGKSTI STLQVDEPADRTNNSTLIWIAIQYNQDPTSAGQDETQRSKLI EDQELVIRERKI

L
M
V
I
K
S
D
L
QLDVIQPVRKQVLMVI EAR IVREVANSTKVTGDSYFDTSQKASDEMILG I

V
K
RWGGVIATSLKYRSVPQHTGKSHI

NTDB id 1284 ACE17W RS12370 WP 010946666.1 ............NSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTH 462
NTDB id 1257 GCO85 RS04855 WP 163621000.1 ............NSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTH 462
NTDB id 1009 ACIAD RS15175 WP 004923730.1 GSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLLDIPVKQVMIEARIVRATTSFSKEMGVKWGILSQGI 476
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGI 484
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGI 484
NTDB id 72347 BH81 RS01900 WP 025258136.1 ............ESKADERGSITVDERTNNIIAYQTQDRLDELRRIVSQLDIPVRQVMIEARIVEANVDYDKALGVRWGGTKVGS 477
NTDB id 1193 PA5040 NP 253727.1 ............EGKEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPVRQVMIEARIVEANVGYDKSLGVRWGGAY.HK 477
consensus **** !!*!**!*!!!******** *****!*** *!!**!*!!**!!!!!*** *****!**!!* *

logo

N
G
T
Q
NLW
N
N
S
T
G
N
T
Y
L
G
L
K
L
E
V
D
G
D
A
G
S
N
G
I
E
D
G
L
T
E
I
A
T
A
K
R
L
D
G
W
E
T
NLDTA

R
N
E
G
M
P
D
N
K
C
S
K
G
N
D
P
E
I
T
A
TP
G
S
A
G
C
G
N
Y

K
T
V

F
V
Y
P
T
T
L
I
TG
S
D
T
L
S
E
K
S
R
A
S
E
P
N
P
R
D
S
T
R
N
P
L
F
N
L
VDLAGAAVPLTAGVGKTASDGNTTAPGASTAGVSSGIGAI

L
F
A
G
F
K
L
V
L
I SLMN

T

N
D
S
D
N
T
F
I
I
L
MLDLQELSAMLQEKSAETDG

NTDB id 1284 ACE17W RS12370 WP 010946666.1 ..LSGTLEGANELARGT.A........PANVVPL.....ERRLNLDLAAAPLTGATPASVGIALAKL.NDNILLDLELSALESEG 530
NTDB id 1257 GCO85 RS04855 WP 163621000.1 ..LSGTLEGANELARGT.A........PANVVPL.....ERRLNLDLAAVPLTGATPASVGIALAKL.NDNILLDLELSALESEG 530
NTDB id 1009 ACIAD RS15175 WP 004923730.1 NQNSNLLVGGSETTLWNLRNPDSN.....GTYTI...ERPDNLNVDLG.....VTTTGASSIAFGLISLSDFMLDLELSALQADG 548
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TNNNNLLVGGSETTLWNLREPKKDETTGGYKYTI...ERPDNLNVDLG.....VSNP.AGSIAFGLISMSDFMLDLELSALQADG 560
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TNNNNLLVGGSETTLWNLREPKKDETTGGYKYTI...ERPDNLNVDLG.....VSNP.AGSIAFGLISMSDFMLDLELSALQADG 560
NTDB id 72347 BH81 RS01900 WP 025258136.1 GNWNTYGLDDNGDEAGN.TG...............SDLSANTPFVDLG.....AGGA.TSGIGIAFV.TNNTLLDLELSAMEKTG 539
NTDB id 1193 PA5040 NP 253727.1 GNWSGYGKDGNIGIKDE.DGMNCGPIAGSCTFPTTGTSKSPSPFVDLG.....AKDA.TSGIGIGFI.TDNIILDLQLSAMEKTG 554
consensus * * ****** * * * * * ***!!* * * * *!*** * * *!!!*!!!** *!

logo

N
R
Y
A
GE I

L
V
V
I SQSTPRKLVI

V
M
S
TSTANDQKEQKATAVKVI ELAKSTGSTVEQQE I

VPYQSESATSTNSSAGAGSTATSATVTASFKDKEAASVLLSLKNEVTPNSQITPDNGRKI IQLVMDKEVLNDKQVIANSTNQKDAETS IVPNADSSGPYLQYANQMTALQVFPLNGEVALPAPI
NTDB id 1284 ACE17W RS12370 WP 010946666.1 RAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSP.QTFLGVPA 611
NTDB id 1257 GCO85 RS04855 WP 163621000.1 RAELISSPRLITTNQQAAVIESGEEIPYQEATSSGA...TAVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSP.QTFLGVPA 611
NTDB id 1009 ACIAD RS15175 WP 004923730.1 YGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSFKEALLSLEVTPNITPDGKILMELNIANDSINS.YAQNGEAI 632
NTDB id 1039 H0N27 RS01460 WP 031993779.1 YGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELI 644
NTDB id 1052 ABD1 RS15850 WP 001017033.1 YGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AAPNGELI 644
NTDB id 72347 BH81 RS01900 WP 025258136.1 NGEIVSQPKVVTSDKETAKILKGTEIPYQESSSSGA...TTVSFKEASLSLEVTPQITPDNRIIMEVKVTKDEPDYLNAVLGVPP 621
NTDB id 1193 PA5040 NP 253727.1 NGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGA...TSTSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPP 636
consensus *!**!*!*********!** *! **!!!****!*! ****!!*!*!!! !!!*!!!!**!**** ***!** ** *!**



logo

L
I
K
I
N
T
K
K
N
T
N
E
V
I
Q
N
A
T
K
N
I
VLVSDNDNGQETVI IV I

LGGI
V
Y
F
K
S
E
N
Q
E
D
T
K
Q
T
M
S
N
N
K
A
S
V
I
Q
V
E
N
T
R
K
I
VPFLFGEDVILPYVLVGI

RLFKSRNRKTRDAQTVI
V
K
T
S
E
L
D
R
A
D
K

N
K
S
E
N
QELLVI F ILVTPR I IMVTNDNAQTI

A
L
V
A
I
S

G
A
I
R

I
V
T
N
G
S
T
H
I
R
EGREKDV

NTDB id 1284 ACE17W RS12370 WP 010946666.1 IITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDV 696
NTDB id 1257 GCO85 RS04855 WP 163621000.1 IITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDV 696
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH........ 709
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH........ 721
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH........ 721
NTDB id 72347 BH81 RS01900 WP 025258136.1 IKKNEVNAKVLVSDGETIVIGGVFSNTQSKVVEKVPFLGDVPYLGRLFRRDTVSEAKSELLVFLTPRIMNNQAIAVSR....... 699
NTDB id 1193 PA5040 NP 253727.1 INKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR....... 714
consensus **********!!**!*!***!!** ** * * **!!*!**!**!*!!*** *** **!!!*!*!!!!*** *

logo

YK
NTDB id 1284 ACE17W RS12370 WP 010946666.1 YK 698
NTDB id 1257 GCO85 RS04855 WP 163621000.1 YK 698
NTDB id 1009 ACIAD RS15175 WP 004923730.1 .. 709
NTDB id 1039 H0N27 RS01460 WP 031993779.1 .. 721
NTDB id 1052 ABD1 RS15850 WP 001017033.1 .. 721
NTDB id 72347 BH81 RS01900 WP 025258136.1 .. 699
NTDB id 1193 PA5040 NP 253727.1 .. 714
consensus

X non conserved

X similar

X ≥ 50% conserved


