logo

NTDB id 72321
NTDB id 26 SA
NTDB id 42 MW
consensus

logo

NTDB id 72321
NTDB id 26 SA
NTDB id 42 MW
consensus

logo

NTDB id 72321
NTDB id 26 SA
NTDB id 42 MW
consensus

logo

NTDB id 72321
NTDB id 26 SA
NTDB id 42 MW
consensus

EKM74 RS13685 WP 000959282.1
RS04860 WP 000959282.1
RS04740 WP 000959293.1

EKM74 RS13685 WP 000959282.1
RS04860 WP 000959282.1
RS04740 WP 000959293.1

EKM74 RS13685 WP 000959282.1
RS04860 WP 000959282.1
RS04740 WP 000959293.1

EKM74 RS13685 WP 000959282.1
RS04860 WP 000959282.1
RS04740 WP 000959293.1

AR ATILATT R AR LA PG WL LA A

MLVALNEEKERVLATTALRKTQYFCPVCGKQVILKRGLKVISHFAHKHLAEQKCFNNETIKHYKSKLILAQMIQQQGCKVEIEPF
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MLVALNEEKERVLATTALRKTQYFCPVCGKQVILKRGLKVISHFAHKHLAEQKCFNNETIKHYKSKLILAQMIQQQGKVEIEPF
PELLL L ettt

WAL DIRYYELYSHOLGTE A S LD MOREGRSAE ATLTELE

LKEIKQIPDILINNKYVIELQYSPIPYKQILQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFHSLFINPITRKLHTFNLEKKQI
LKEIKQIPDILINNKYVIELQYSPIPYKQILQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFHSLFINPITRKLHTFNLEKKQI
LKEIKQIPDILINNKYVIELQYSPIPYKQILQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHF[NS FINPIRTRKLHTFNLEKKQI

L AR DANRLYEAA AT ROELE T8 VLGLTRRY

MMFQQIQYLGGHKYVAEKRNAKIIELFNEAPCDYHAVYKLSKFAINQYIKYCRWONSVLEPTLSAMYQLQLTDQEVVYNYGYIFP
MMFQQIQYLGGHKYVAEKRNAKITIELFNEAPCDYHAVYKLSKFAINQYIKYCRWQNSVLEPTLSAMYQLQLTDQEVVYNYGYIFP
MMFQQIQYLGGHKYVAEKRNAKINELFNEAPCDYHAVYKLSKFAINQYIKYCRWQNSVLEPTLSAMYQLQLTDQEVVEINYGYIFP

SN A AL LARROLNAY

LETA R SRIDGLE

EQIYIENHPIEWQLQVDLWLKNGKSKLVNDNLNYFKLKKFIVALESKTAIIEKLINNYLNICSDRGNDVQILF 328
EQIYIENHPIEWQLQVDLWLKNGKSKLVNDNLNYFKLKKFIVALESKTAIIEKLINNYLNICSDRGNDVQILF 328
EQIYIIANHPIEWQLQVDLWLKNGKSKLVNDNLNYFKLKKFIV LESKTAIIEKLINNYLNICSDRGNDVQILF 328
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