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NTDB id 72205 SMUFR RS09160 WP 002263429.1 MLNSILAYDFMQRALLAVVAISFFAPILGLFLILRRQSLMSDTLSHVSLAGVAFGVVLGISPTWTTLVVVTLAAVILEYLRTVYR 85
NTDB id 434 SGO RS09485 WP 012130954.1 .MLNLFSYDFMQRAFLAVIAMSLFSPILGTFLILRRQSLMSDTLSHVSLAGVAFGLVLGLSPTLTTVIVVMIAAVFLEYLRTIYK 84
NTDB id 437 SPR RS10075 WP 000950018.1 .MLSLLSYDFIQRAFLAVIAMSLFSPVLGTFLILRRQSLMSDTLSHVSLSGVAFGLVLGISPTVSTIAIVLIAAVFLEYLRTVYK 84
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NTDB id 72205 SMUFR RS09160 WP 002263429.1 HYMEIATAILMSLGLAISLIVMSKARNTSNVSLEQYLFGSIITISPEQVIALFIIAIIVLILTICFIRPMYILTFDEDTAFVDGL 170
NTDB id 434 SGO RS09485 WP 012130954.1 NFMEIGTAILMSTGLAISLIVMSKGKSSSSMSLDQYLFGSIVTISTEQVISLFVIAAVVLILTFLFIRPMYILTFDEDTAFVDGL 169
NTDB id 437 SPR RS10075 WP 000950018.1 SFMEIGTAILMSTGLAVSLIVMSKGKSSSSMSLDQYLFGSIVTISEEQVISLFVIAAVVLILTFLFLRPMYILTFDEDTAFVDGL 169
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NTDB id 72205 SMUFR RS09160 WP 002263429.1 PVRLMSVLFNIVTGIAISLTIPAAGALLVSTIMVLPASIAMKLGKSFKTVIVLGILIGFIGMVSGIIISYLAETPASATITLIFI 255
NTDB id 434 SGO RS09485 WP 012130954.1 PVRTMSILFNIVTGVAIALMIPAAGALLVSTIMVLPASIALRIGKNFKSVILLANIIGFFGMIAGLYISYYAETPASASITIIFV 254
NTDB id 437 SPR RS10075 WP 000950018.1 PVRTMSILFNMVTGVAIALMIPAAGALLVSTIMVLPASIALRLGKNFKSVMLLASAIGFLGMVAGLYISYYAETPASASITIIFV 254
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NTDB id 72205 SMUFR RS09160 WP 002263429.1 TIFVFIGLMDRLVKD 270
NTDB id 434 SGO RS09485 WP 012130954.1 SLFLVVNLIKKFVK. 268
NTDB id 437 SPR RS10075 WP 000950018.1 TVFILISLVRRFIK. 268
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