
logo

MAMSAM
R
M
S
G
I
V
LNRKVVI ILVIGNRLTGKNQRDVPDEMLVRTYTMS

P
G
S
NGDGNAEAVGTCASNTLIFTS IMLVAVTNSREQSTFWRTNNDAQRKAMQSNTGDQEAQRRKVEKVERATDEFWI

HRNCVITVI
L
T
F
M

F
M
W
Y
G
R
M
R
K
S
Q
LAE I

N
V
F
V
A
A
G
E
K
N
Q
H
F
Y
T
LRKKGGSKQLAVGYAILV

NTDB id 624 LCA RS00040 WP 011373726.1 ....MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNA.NGDR..EADFINCVIWRKSAENFANFTKKGSLVGV 73
NTDB id 113 BSU 40900 NP 391970.1 ....MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQ.SGER..EADFINCVTWRRQAENVANFLKKGSLAGV 73
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 72204 EZU31 RS13335 WP 042881816.1 MASRGINKVILIGNLGQDPEVRYMPGGNAVTSITLATSETWRDKQTGEAKERTEWHRVVFMGMLAEVAGKHLKKGSQVYA 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 624 LCA RS00040 WP 011373726.1 DGRLQTRNYENQQGQRVYVTEVVVDN....FSLLESRTTTEQRQGDGASQNFNSNQSNGSQ.......QSGFTSPQQTGN 142
NTDB id 113 BSU 40900 NP 391970.1 DGRLQTRNYENQQGQRVFVTEVQAES....VQFLEPKNGGGSGS.....GGYNEGNSGGGQYFGGGQNDNPFGGNQNNQR 144
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAP..YEEGYGQS.............QEAYQRPAQQSR 137
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAP..YDEGYGQS.............QEAYQRPAQQSR 137
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSGG.DFG..GNQGSGWNQAPAQTNY....NQGGYSDNYAQNN 147
NTDB id 72204 EZU31 RS13335 WP 042881816.1 EGKLRTRKWQDQSGQERYTTEVLVDSFTGVMQMLGGNGGGK......QQG....................ASCQP..... 129
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQG.GMP..AQGG..MN.VPAQ........QGSWGQPQQPAK 146
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NTDB id 624 LCA RS00040 WP 011373726.1 APAAN.........NTQADPFANNGQAIDISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 RNQGN.........SFNDDPFANDGKPIDISDDDLPF 172
NTDB id 1103 NMB RS07590 WP 002212976.1 QPASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 QPAPDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NFNGGN....ATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 72204 EZU31 RS13335 WP 042881816.1 ..........RPTPQPAQSP..ANNEPPIDYDDDLPF 154
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QHQPMQ....QSAPQQYSQP..QYNEPPMDFDDDIPF 177
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