
logo MNEALMI LSNGLLTYLTVLFLLFLFSKVSNVTLSKKELTLFS I SNFL IMIAVTMVNVNLFYPAEPLYF IALS IYLNRQNSLSLNI
NTDB id 72192 SMUFR RS08800 WP 002262113.1 MNEALMILSNGLLTYLTVLFLLFLFSKVSNVTLSKKELTLFSISNFLIMIAVTMVNVNLFYPAEPLYFIALSIYLNRQNSLSLNI 85
NTDB id 54 SMU RS08705 WP 002262113.1 MNEALMILSNGLLTYLTVLFLLFLFSKVSNVTLSKKELTLFSISNFLIMIAVTMVNVNLFYPAEPLYFIALSIYLNRQNSLSLNI 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FYGLLPVASSDLFRRAI I FF I LDGTQGIVMGSS I ITTYMIEFAGIALSYLFLSVFNVDIGRLKDSLTKMKVKKRL IPMNITMLLY
NTDB id 72192 SMUFR RS08800 WP 002262113.1 FYGLLPVASSDLFRRAIIFFILDGTQGIVMGSSIITTYMIEFAGIALSYLFLSVFNVDIGRLKDSLTKMKVKKRLIPMNITMLLY 170
NTDB id 54 SMU RS08705 WP 002262113.1 FYGLLPVASSDLFRRAIIFFILDGTQGIVMGSSIITTYMIEFAGIALSYLFLSVFNVDIGRLKDSLTKMKVKKRLIPMNITMLLY 170
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo YLL IQVLYVI ESYNVIPTLKFRKFVVIVYL I LFL I L I SFLSQYTKQKVQNE IMAQKEAQIRNITQYSQQI ESLYKDIRSFRHDYL
NTDB id 72192 SMUFR RS08800 WP 002262113.1 YLLIQVLYVIESYNVIPTLKFRKFVVIVYLILFLILISFLSQYTKQKVQNEIMAQKEAQIRNITQYSQQIESLYKDIRSFRHDYL 255
NTDB id 54 SMU RS08705 WP 002262113.1 YLLIQVLYVIESYNVIPTLKFRKFVVIVYLILFLILISFLSQYTKQKVQNEIMAQKEAQIRNITQYSQQIESLYKDIRSFRHDYL 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NI LTSLRLGI ENKDLAS I EKIYHQI LEKTGHQLQDTRYNIGHLANIQNDAVKGI LSAKI LEAQNKKIAVNVEVSSKIQLPEMELL
NTDB id 72192 SMUFR RS08800 WP 002262113.1 NILTSLRLGIENKDLASIEKIYHQILEKTGHQLQDTRYNIGHLANIQNDAVKGILSAKILEAQNKKIAVNVEVSSKIQLPEMELL 340
NTDB id 54 SMU RS08705 WP 002262113.1 NILTSLRLGIENKDLASIEKIYHQILEKTGHQLQDTRYNIGHLANIQNDAVKGILSAKILEAQNKKIAVNVEVSSKIQLPEMELL 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DF ITI LS I LCDNAI EAAFESLNPE IQLAFFKKNGS IVF I IQNSTKEKQIDVSKI FKENYSTKGSNRGIGLAKVNHI LEHYPKTSL
NTDB id 72192 SMUFR RS08800 WP 002262113.1 DFITILSILCDNAIEAAFESLNPEIQLAFFKKNGSIVFIIQNSTKEKQIDVSKIFKENYSTKGSNRGIGLAKVNHILEHYPKTSL 425
NTDB id 54 SMU RS08705 WP 002262113.1 DFITILSILCDNAIEAAFESLNPEIQLAFFKKNGSIVFIIQNSTKEKQIDVSKIFKENYSTKGSNRGIGLAKVNHILEHYPKTSL 425
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QTSNHHHLFKQLL I IK
NTDB id 72192 SMUFR RS08800 WP 002262113.1 QTSNHHHLFKQLLIIK 441
NTDB id 54 SMU RS08705 WP 002262113.1 QTSNHHHLFKQLLIIK 441
consensus !!!!!!!!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


