
logo

MTKPM
N
A
SDLSASHTPMMQQYWKRLKNREQHPDQLMFYRMGDFYE I

LFYDEDAKKAAAKLLDITLTARGQSAGQTAS IPMACGIPFYHASAEGYLAKRLV
NTDB id 72147 N018 RS18395 WP 195757198.1 ....MSDLSSHTPMMQQYWKLKNQHPDQLMFYRMGDFYEIFYEDAKKAAKLLDITLTARGQSAGQSIPMCGIPYHAAEGYLAKLV 81
NTDB id 1201 CAH03854.1 414..2993( ) MTKPNADLSAHTPMMQQYWRLKREHPDQLMFYRMGDFYELFYDDAKKAAALLDITLTARGQSAGTAIPMAGIPFHSAEGYLARLV 85
consensus **** !!! !!!!!!!!!*!! !!!!!!!!!!!!!!!*!!*!!!!!! !!!!!!!!!!!!!! !!!*!!!*! !!!!!!*!!

logo KLGESVVICEQIGDPAATSKGPVDERQVVR I ITPGTI
VSDEALLDERRDNL ILAAVLVGDERLFGLASVLDIATSGNRFSVLQE I

LKGWENTLLAE
NTDB id 72147 N018 RS18395 WP 195757198.1 KLGESVVICEQIGDPATSKGPVDRQVVRIITPGTISDEALLDERRDNLIAAVLGDERLFGLAVLDITSGNFSVLEIKGWENLLAE 166
NTDB id 1201 CAH03854.1 414..2993( ) KLGESVVICEQIGDPAASKGPVERQVVRIITPGTVSDEALLDERRDNLLAAVVGDERLFGLSVLDIASGRFSVQELKGWETLLAE 170
consensus !!!!!!!!!!!!!!!! !!!!!*!!!!!!!!!!!*!!!!!!!!!!!!!*!!!*!!!!!!!! !!!! !! !!! !*!!!! !!!!

logo LER I
L
N
SPAVELL IPDDWPQGLPALEKRRGAVRRRAPWDFDERDSAFHKSLCQQFASTQDLKGFGCENLTLAIGAAGCLLASYAKETQRTALPH

NTDB id 72147 N018 RS18395 WP 195757198.1 LERINPVELLIPDDWPQGLPAEKRRGARRRAPWDFERDSAHKSLCQQFATQDLKGFGCENLTLAIGAAGCLLSYAKETQRTALPH 251
NTDB id 1201 CAH03854.1 414..2993( ) LERLSPAELLIPDDWPQGLPLEKRRGVRRRAPWDFDRDSAFKSLCQQFSTQDLKGFGCENLTLAIGAAGCLLAYAKETQRTALPH 255
consensus !!!* ! !!!!!!!!!!!!! !!!!! !!!!!!!!*!!!!*!!!!!!! !!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!

logo LRSLRHERLADDTVI LDAGASRRNLELDTVNLSGGRDNTLQSVMDRCQTAMGSTRLLTRWLNRPLRDNLRETI
VLEQARQDTS IGTCFLLEHRYRFENQ

NTDB id 72147 N018 RS18395 WP 195757198.1 LRSLRHERLDDTVILDAASRRNLELDTNLSGGRDNTLQSVMDRCQTAMGTRLLTRWLNRPLRDLTVLQARQTSIGCFLERYRFEN 336
NTDB id 1201 CAH03854.1 414..2993( ) LRSLRHERLADTVILDGASRRNLELDVNLSGGRDNTLQSVMDRCQTAMGSRLLTRWLNRPLRNREILEARQDSITCLLEHYRFEQ 340
consensus !!!!!!!!! !!!!!!*!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!! *! !!! !! ! !!*!!!!*

logo LQPQLKDE IGDI
LER I LAR IGLRNARPRDLARLRDALASALPEQLQAQAGMQTDLDVAPHLLQEQLAQTSTAI STYPELADELLAQRAI INDNPPAVIRDG

NTDB id 72147 N018 RS18395 WP 195757198.1 LQPQLKEIGDIERILARIGLRNARPRDLARLRDALSALPELQQAMTDLDAPHLQQLAQTASTYPELADLLQRAINDNPPAVIRDG 421
NTDB id 1201 CAH03854.1 414..2993( ) LQPQLKDIGDLERILARIGLRNARPRDLARLRDALAALPQLQAGMQDLVAPHLLELATSISTYPELAELLARAIIDNPPAVIRDG 425
consensus !!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!! !!! !! *! !! !!!! !! * !!!!!!!*!! !!! !!!!!!!!!!

logo GVLKTGYDAPELDELQSLSENAGQFYL IMDLEATREKARTGLASHNLKVGYNRVHGYF I ELPSKQAEQSAPADYIRRQTLKGAERF ITPELK
NTDB id 72147 N018 RS18395 WP 195757198.1 GVLKTGYDAELDELQSLSENAGQFLIDLEAREKARTGLSHLKVGYNRVHGYFIELPSKQAEQAPADYIRRQTLKGAERFITPELK 506
NTDB id 1201 CAH03854.1 414..2993( ) GVLKTGYDPELDELQSLSENAGQYLMDLETREKARTGLANLKVGYNRVHGYFIELPSKQAESAPADYIRRQTLKGAERFITPELK 510
consensus !!!!!!!!*!!!!!!!!!!!!!!*!*!!! !!!!!!!! *!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!

logo EFEDKALSAKSRALAREKLMLYDEAELLEDML IGSHLAPLQDESTAAALAELDMVLSNLAERALNLDLNCRPRFVAEEQPCMRI EQGRHPVVEQVL
NTDB id 72147 N018 RS18395 WP 195757198.1 EFEDKALSAKSRALAREKMLYEALLEDLISHLAPLQDTAAALAELDVLSNLAERALNLDLNCPRFVAEPCMRIEQGRHPVVEQVL 591
NTDB id 1201 CAH03854.1 414..2993( ) EFEDKALSAKSRALAREKLLYDELLEMLIGHLAPLQESAAALAELDMLSNLAERALNLDLNRPRFVEQPCMRIEQGRHPVVEQVL 595
consensus !!!!!!!!!!!!!!!!!!*!!* !!! !! !!!!!!**!!!!!!!!*!!!!!!!!!!!!!!*!!!! !!!!!!!!!!!!!!!!!



logo

E
STPFVANDLAGLDDANTRMLVITGPNMGGKSTYMRQTAL IVLLAHQIGSFVPAAASCELSLVDR I FTR IGSSDDLAGGRSTFMVEMSET

NTDB id 72147 N018 RS18395 WP 195757198.1 STPFVANDLALDDNTRMLVITGPNMGGKSTYMRQTALIVLLAHIGSFVPAASCELSLVDRIFTRIGSSDDLAGGRSTFMVEMSET 676
NTDB id 1201 CAH03854.1 414..2993( ) ETPFVANDLGLDDATRMLVITGPNMGGKSTYMRQTALIVLLAQIGSFVPAAACELSLVDRIFTRIGSSDDLAGGRSTFMVEMSET 680
consensus !!!!!!!!*!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ANI LHNASDKRSLVLMDEVGRGTSTFDGLSLAWAAAECHLAKQLRAFYTLFATHYFELTVLPESEPLVVATNVHLNSATEHNER IVFLHHRVL
NTDB id 72147 N018 RS18395 WP 195757198.1 ANILHNASDKSLVLMDEVGRGTSTFDGLSLAWAAAECLAQLRAYTLFATHYFELTVLPESEPLVTNVHLNATEHNERIVFLHRVL 761
NTDB id 1201 CAH03854.1 414..2993( ) ANILHNASDRSLVLMDEVGRGTSTFDGLSLAWAAAEHLAKLRAFTLFATHYFELTVLPESEPVVANVHLSATEHNERIVFLHHVL 765
consensus !!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!! !! !!!*!!!!!!!!!!!!!!!!!!*! !!!! !!!!!!!!!!!!*!!

logo PGPASQSYGLAVAQLAGVPGEKVIQTRAKRDEHLQSRLETTSLPSHEAQPRAIKTPGKQPAI
PPMQQSDMFASLPHPVLDEELGSKR IKNPVDDMVTPRQALDE

NTDB id 72147 N018 RS18395 WP 195757198.1 PGPASQSYGLAVAQLAGVPGKVITRAKEHLQRLETTSLPHEQPRAKPGKPAIPQQSDMFASLPHPVLDELSKIKVDDMTPRQALD 846
NTDB id 1201 CAH03854.1 414..2993( ) PGPASQSYGLAVAQLAGVPGEVIQRARDHLSRLETTSLSHEAPRITPGQPAPPMQSDMFASLPHPVLEELGRINPDDVTPRQALE 850
consensus !!!!!!!!!!!!!!!!!!!! !! !!**!! !!!!!!!*!! !! !! !!*! !!!!!!!!!!!!!*!! *! *!!*!!!!!!*
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logo LLYSTLKQTR I
L
O

NTDB id 72147 N018 RS18395 WP 195757198.1 LLYTLQTRL. 855
NTDB id 1201 CAH03854.1 414..2993( ) LLYSLKTRI* 859
consensus !!!*! !!*
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