logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019

72087 SHINM1 RS11155 WP 162050795.1

1307
1116
1086
1185
1176
1283
1259
1202
1194
1020
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019

72087 SHINM1 RS11155 WP 162050795.1

1307
1116
1086
1185
1176
1283
1259
1202
1194
1020
1081
1060
1040

consensus

| Dlagl Ot P

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1

DR RS10055 WP 010888596.1 PP}

NGFG RS10615 WP 003690200.1 e EPMIRVHG
NMV RS00245 WP 002218487.1 BIPMIRVEIG
GTF74 RS11940 WP 000350195.1 PPM R DG
A1552VC RS01160 WP 000350195.1 PPM R DG
ACE17W RS02630 WP 010947729.1 PPMIRVDG
GCO85 RS10305 WP 010947729.1 PPMIRVDG
PSJM300 01600 AFN76400.1 PPMIRVDG
PAKAF RS01995 WP 003084552.1 PPMIRVDG
ACIAD RS04210 WP 011182164.1 PPMIRVDG
FDQ49 RS05335 WP 006581387.1 PPMIRVDG
ABD1 RS04380 WP 000355489.1 ASDLHLSAG PPMIRVDG
HON27 RS13360 WP 000355489.1 ASDLHLSAG PPMIRVDG
* % % % [ * Ik %x EE S * %

I¥ SDLH SAG
I§ SDLH SAG
€ASDLHLS G
GASDLHLSAG
[ IYASDLHLSAG
[GASDLHLSAG

=< li=cli=ci=c=c = ]=vJi=clt=c - = J=~)

* *x |

ARGy

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1

RFRVSJA FMQRIBWAGRIVIRRIMTIN (N (14T 'E - LISLP] 8
ACIAD RS04205 WP 004922051.1

LEILPI4TI®

DR RS10055 WP 010888596.1
NGFG RS10615 WP 003690200.1
NMV RS00245 WP 002218487.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

ARFRVNAFNQSRGE AVFRTIPS|® L

ARFRVNAFNQSRGEY AVFRTIPS|® L

ARFRVNAFNQRRGIAGAVFRTIPSIQVLT
ARFRVNAFNQRRGIMGAVFRTIPSIQVLT
ARFRVN[FNQRGIMGAVFRTIPSWVLT
ARFRVNAFNQRRGIMGAVFRTIPSIQVLT
ARFRVNAFNQNRGEIGAVFERTIPS|VLT

ARFRVNAFNQWRGINGAVFRTIPSIMVLT
* 1k Dok ok ok Fokokok |k | kok Kok ok okok ok

Lol LEE s K@A_@B VWT HKSMAA

.S RFRVSAFFQRELPGAVIRRIE REPIE]D LKLPE IANN APRNSRGLVLVUGIATGSGKSTT AAMpYEYI QH-TCH
I AYRNSRGLVLIAYGINTG 'GKST LAAM '[§YIANISIRISI€H

IMNDAQRE
IMND QR
IMND
IMND
IMND
IMND
IMND
IMND
IMND

12 ANSISR G

I3 AMJAMIRGLVLVTGPTGSGKSTTLAAY
I ARSRGLVLVTGPTGSGKSTTLAAY
ISTIPARZRGLVLVTGPTGSGKSTTLAAM
I DPABERGLVLVTGPTGSGKSTTLAAM
) T[N 4ERGLVLVTGPTGSGKSTTLAAM
DIT[OM4EYRG VLVTGPTGSGKSTTLAAM
DIT[OAEYRG VLVTGPTGSGKSTTLAAM

DEICDY Pjf¢;
* % Pokskskobok Lo 1L

VLVTGPTGSGKSTTLAAM
EEEEEE

Yl

N EEHY

1

*

152
154
155
155
158
154
154
154
154
154
154
154
154
154
154
154
154



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1

72087 SHINM1 RS11155 WP 162050795.1

1307
1116
1086
1185
1176
1283
1259
1202
1194
1020
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019

DR RS10055 WP 010888596.1
NGFG RS10615 WP 003690200.1
NMV RS00245 WP 002218487.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GC085 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1

72087 SHINM1 RS11155 WP 162050795.1

1307
1116
1086
1185
1176
1283
1259
1202
1194
1020
1081
1060
1040

consensus

DR RS10055 WP 010888596.1
NGFG RS10615 WP 003690200.1
NMV RS00245 WP 002218487.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

ILTIEDPIEFVHERARKCLINQREVH
ILTIEDPIEFVHERRKCLINQREVH

ILT EDPIEFVH@MSKKCL NQREVH

ILT EDPIEFVHINYKKCLINQREVH

ILT EDPIEFVH[@BKKCLINQREVH
ILT EDPIEFVHMSKKCLINQREVH
skoekok DL bl 1o * %k I

100 P R Sl L 2 bR

Q
KT DRI DVFPA[EK MVR
KT DRI DVFPAEK MVR
KTIDRIIDVFP § K MVR
KTIDRIIDVFP B K MVR
KTI RIIDVFPAEEKEMVR
KTI RIIDVFPAEEKEMVR
KTIDR DVFPAEEKEMVR

*okok ok |k ok

T et LR LA

$okokokkkokokokokokk Dokokok | skkokok I | kok *ok D okokkok |

WNALR ALR [APD
INALESALREDPD
INVALRSALREDPD
IQYALRSALREDPD
IQYALRSALREDPD

WPNALRSALREDPD ILVGE|BRDIRET I

WPNALRSALREDPD ILVGE|BRDIRET I

MIPALRSALREDPD ILVGEMRDISETI LALTAAETGHLVFGTLHT
SINALRSALREDPD ILVGEMRDISETI LALTAAETGHLVFGTLHT
IMPAALRSALREDPD ILVGEMRDIRETI LALTAAETGHLVFGTLHT
IMYALRSALREDPD ILVGEMRDIRETI LALTAAETGHLVFGTLHT
IMRAALRSALREDPD ILVGEMRDI|RETI LALTAAETGHLVFGTLHT
IMYALRSALREDPD ILVGEMRDIBETI LALTAAETGHLVFGTLHT

RN

MUGGGRVAGHEIM
AIGGGRVAMHEIM

.NKGGRVAAIEIM

. NK[HEARYAL
MUGGGRVAAHEIMI
WIGGGRVAAHEIMI
WAGGGRVAAHEIMI
MIGGGRVAAHEIMI
BIGGGRVAAHEIMI
MIGGGRVAAHEIMI

NEY

ok ok ok ok ok ok ok ok | |

| % IR [

RNLIRENK
RNLIRENK
PAIRNLIRE|RK
PATIRNLIRERK

ATRNLIRERK
EIM [¢

GAIRNLIREWDK

PAIRNLIREIRK AQMYSHIQTG
PATIRNLIRERK AQMYSEIQTG
IIPATRNLIRE[K AQMYSHIQTG
IIPATRNLIRENK AQMYSEVIQTG
IIPATRNLIRENK AQMYSE\IQTG
IIPATRNLIRENK AQMYSEVIQTG

kokok Kok Xk

R0 5l Qg
E

232
234
235
235
238
234
234
234
234
234
234
234
234
234
234
234
234

312
314
315
315
318
314
314
313
313
313
313
313
313
313
313
313
313



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1

72087 SHINM1 RS11155 WP 162050795.1

1307
1116
1086
1185
1176
1283
1259
1202
1194
1020
1081
1060
1040

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1019

DR RS10055 WP 010888596.1
NGFG RS10615 WP 003690200.1
NMV RS00245 WP 002218487.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1
ACIAD RS04205 WP 004922051.1

72087 SHINM1 RS11155 WP 162050795.1

1307
1116
1086
1185
1176
1283
1259
1202
1194
1020
1081
1060
1040

consensus

DR RS10055 WP 010888596.1
NGFG RS10615 WP 003690200.1
NMV RS00245 WP 002218487.1
GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
FDQ49 RS05335 WP 006581387.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1

A[0]SINERIAT Q A8
] A YJWAGIRF RFHERSH Y DKL ERJ
IAPEAVNRRR

= N =S

X non conserved
B similar
>50% conserved

IMOQNSESMSF

G

G
NESSKHTRHEAMLNK . SLIg .
NS KHTIHEAMLNK . SL)g.
SR D SIKEKINKQP . ENJY .
(SR ENJ\REKINKIP . ENJY.
BiNLPTI\RAVINKSP . ES)Y.
ABEP QTI\RTAIKQP . ESIYL
G

G

*

ISPQTIARTAINKQP . ES|L
ISPQTIARTAINKQP . ES)gL

368
381
383
341
418
347
347
345
345
344
344
344
344
344
345
345
345

s EL

g (23 '.'.):'E(L-.—-J\kg.":':.J:E-',b':?.r. S 2RV REIDET e avis AR R DG G REF R A
DSANDLRLMLKTK.RGDDY...GSGSLQNVKI........ DME............
DSSNDLRLMIKLG.SETDGEHLTSVS.QGLTL........ EMSDDDPGRSFR. ..
DSPNNLRLQIKLS.EEANKPLDNRERMSEMER........ KMTFDGQRRNLK. . .
IDPKEFARLANDASAGLGG. . . .. ASMTPAAPPVPAYNSASSSSTGRGGDFGRGA

368
381
383
341
393
347
347
345
345
344
344
344
344
344
345
345
345



