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NTDB id 72062 VPUCM RS13030 WP 025442238.1 MKQSKQKKQQGFTLIELMIVVAIIGVLSAIAVPAYQNYVARSEAASGLGSIKSLVTPAELFYQENGTAAAA......... 71
NTDB id 1292 VP RS12235 WP 005479693.1 MKHSKQKKQQGFTLIELMIVVAIIGVLAAAAIPAYQNYVTRSEVTSGLATVKALITPAELHYQENGIAAAA......... 71
NTDB id 1184 GTF74 RS02335 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAAGFT 80
NTDB id 1167 A1552VC RS11065 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAAGFT 80
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 MKAYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIATEGSFPATTAGTAAGFT 80
NTDB id 1192 PA4525 NP 253215.1 .....MKAQKGFTLIELMIVVAIIGILAAIAIPQYQNYVARSEGASALATINPLKTTVEESLSRG.IAGSKIK...IGTT 71
NTDB id 1038 H0N27 RS01510 WP 000993725.1 .....MNAQKGFTLIELMIVVAIIGILAAIAIPQYQNYIAKSQVNSGFSEISSIKTGYENAVNEG.AVPTKLS..DVGFT 72
NTDB id 1191 AAC28468.1 484..945( ) ...MLKKVQKGFTLIELMIVIAIIGILAAIALPAYQDYTARAQATEGFKATAGLQTDLGAWRADRGSFPNAAALVAGNVI 77
NTDB id 1274 LPP RS09530 WP 011214168.1 ......MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQA....... 67
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ......MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQA....... 67
consensus ** *** !*!!!!!!!!!!*!*!!*!*!*!*! !!*!* ** ** *** * **** ***** * ** *** * * *
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NTDB id 72062 VPUCM RS13030 WP 025442238.1 .......TLAQLGVDGAANDLGAITSTVA.NGVANLVFTFNA...NSSMTGETVTLTRSVAEGWTCAPSAN.....VPAL 135
NTDB id 1292 VP RS12235 WP 005479693.1 .......TLAQLGVDVAANDLGAIDSALA.GGSPTLTFTFDA...DSSIDGGILTFTRDAATGWSCLPTAP.....AIAV 135
NTDB id 1184 GTF74 RS02335 WP 000649326.1 ..RL.GT......VEDMGDGKIVIAPTASGALGGTIKYTFDAGV....VSSSKIQLARDANGLWTCSTTVT....SEIAP 143
NTDB id 1167 A1552VC RS11065 WP 000649326.1 ..RL.GT......VEDMGDGKIVIAPTASGALGGTIKYTFDAGV....VSSSKIQLARDANGLWTCSTTVT....SEIAP 143
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 ..RL.GT......VEDMGDGKIVIAPTASGALGGTIKYTFDAGV....VSSSKIQLARDANGLWTCSTTVT....SEIAP 143
NTDB id 1192 PA4525 NP 253215.1 ..AS.TATETYVGVEPDANKLGVIAVAIEDSGAGDITFTFQTGTSSPKNATKVITLNRTADGVWACKSTQD....PMFTP 144
NTDB id 1038 H0N27 RS01510 WP 000993725.1 ..AA.TS.........SVCATYSIDAFTETDGAGKITCTLK...GNPKIATKIVELTRSTDGAWTCVSDVP....TEFLP 133
NTDB id 1191 AAC28468.1 484..945( ) FDSANGLDGKYFA...PGGVT.....VTPDTGAINIAFDAGANAGKTMTITPTVIAASGQISTWTCAPGAANGIETRRLP 149
NTDB id 1274 LPP RS09530 WP 011214168.1 .......ATGYVS...PAATPNVASIAIGANGVITITYTAAAG.GGTIVMTPTLQA..NGDVTWTCTGGTLL...AKYRP 131
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .......ATGYVS...PAATPNVQSIAIGANGVITITYTAAAG.GGTIIMTPTLQA..NGDVTWTCTGGTLL...AKYRP 131
consensus * ** * ** * * ********* ** * * * *** * * * !*!*** * **
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NTDB id 72062 VPUCM RS13030 WP 025442238.1 DGCR............ 139
NTDB id 1292 VP RS12235 WP 005479693.1 DGCS............ 139
NTDB id 1184 GTF74 RS02335 WP 000649326.1 KGCTAGATIN...... 153
NTDB id 1167 A1552VC RS11065 WP 000649326.1 KGCTAGATIN...... 153
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 KGCTAGATIN...... 153
NTDB id 1192 PA4525 NP 253215.1 KGCDN........... 149
NTDB id 1038 H0N27 RS01510 WP 000993725.1 KGCTAGTPTEGAITSL 149
NTDB id 1191 AAC28468.1 484..945( ) TSCQ*........... 153
NTDB id 1274 LPP RS09530 WP 011214168.1 ASCRP........... 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ASCRP........... 136
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