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MF INRELSWLRFNSRVLDSQCESKDNLPLLEKLKF IA IYCSTNLDEFYMIR I
VAGLKQLFASAGVNVAVSGSSDE

NTDB id 72047 CFVI03293 RS04410 WP 002849380.1 .........MENKDIFINRELSWLRFNSRVLSQCEKDLPLLEKLKFIAIYSTNLDEFYMIRIAGLKQLFAAGVVVSGSDE 71
NTDB id 1243 CJJ81176 RS06550 WP 223209681.1 MQLKKEKLMQTSPDMFINRELSWLRFNSRVLDQCSKNLPLLEKLKFIAIYCTNLDEFYMIRVAGLKQLFSAGVNASSSDE 80
consensus ********* *!*!!!!!!!!!!!!!!!! !! ! !!!!!!!!!!!!!*!!!!!!!!!!*!!!!!!! !!! ! !!!

logo MTPLDQQLKRAE IRKYLHKDQEKQEQI
LLEDRYFYKNE I

T
T
V
S
T
E
KLESKLESGNLFHIKHKYEDNLDEDEDNI

LKAQKRACDDEYFFSNI FLPVIVP IAVDATHPFPHLN
NTDB id 72047 CFVI03293 RS04410 WP 002849380.1 MTPLDQLREIRKYLKDEQQILEDYYKETVTKLSLSGLHIKKYEDLEDDIKARADDYFFSNILPVIVPIAVDATHPFPHLN 151
NTDB id 1243 CJJ81176 RS06550 WP 223209681.1 MTPLQQLKAIRKYLHQEKELLERYFNEITSELEKENLFIKHYENLDENLKQKCDEYFFSNIFPVIVPIAVDATHPFPHLN 160
consensus !!!! !!* !!!!!* ! *!! !* ! * ! !*!!*!! !** *! **!*!!!!!! !!!!!!!!!!!!!!!!!!

logo NLSFGSLAVKI
LCDEKAHPE I

LVKFGMIR IPSRVLPRFYENAVGSADGNIYVP I ES IVHQRHAEE I FPGYKLLASACAFRVTRNADMVI EEE
NTDB id 72047 CFVI03293 RS04410 WP 002849380.1 NLSFGLAVKLCDEAHPEIVKFGMIRISRVLPRFYNAGDGIYVPIESIVHRHAEEIFPGYKLLASCAFRVTRNADMVIEEE 231
NTDB id 1243 CJJ81176 RS06550 WP 223209681.1 NLSFSLAVKICDKAHPELVKFGMIRIPRVLPRFYEVSANIYVPIESIVHQHAEEIFPGYKLLASAAFRVTRNADMVIEEE 240
consensus !!!! !!!!*!! !!!!*!!!!!!!!*!!!!!!! !!!!!!!!!! !!!!!!!!!!!!!!*!!!!!!!!!!!!!!!

logo EADDFML
MI LEQGLKLRRKGAFVRLQI EQKDAPDEPEQI LVEFLNLTHMKI FHYKDI

VYEYS I LPLNTLGPASLWQIAIGDNKETFSTHLLLSPLPYTP
NTDB id 72047 CFVI03293 RS04410 WP 002849380.1 EADDFMLILEQGLKLRRKGAFVRLQIEKDPDPEILEFLNLHMKIFYKDIYEYSIPLTLGALWQIIGDKEFSHLLLPPYTP 311
NTDB id 1243 CJJ81176 RS06550 WP 223209681.1 EADDFMMILEQGLKLRRKGAFVRLQIQKDADEQIVEFLNTHMKIFHKDVYEYSILLNLPSLWQIAGNKTFTHLLSPLYTP 320
consensus !!!!!!*!!!!!!!!!!!!!!!!!!! !!*!* !*!!!! !!!!!*!!*!!!!!*! !* !!!! ! ! !*!!! !*!!!

logo KTLPPFDGEQNLVS IMFDEAI
V
D
EKEDI

VL ILFIHQPFYESFDEPVTYKQF IKEAASKDPEKVI S IRMTLYRVEKNSNS I IVQASL IDAASDGKQVTVMV
NTDB id 72047 CFVI03293 RS04410 WP 002849380.1 KTLPPFGQNVSMFEAIDKEDVLLFHPYESFEPVTQFIKEAAKDPKVISIRMTLYRVEKNSSIIQSLIDAASDGKQVTVMV 391
NTDB id 1243 CJJ81176 RS06550 WP 223209681.1 KTLPPFDENLSIFDAVEKEDILIIQPFESFDPVYKFIKEASKDPEVISIRMTLYRVEKNSNIVQALIDAASDGKQVTVMV 400
consensus !!!!!! !*!*!*!**!!!*!* *!*!!!*!! !!!!! !!! !!!!!!!!!!!!!!! !*! !!!!!!!!!!!!!!!

logo ELKARFDEENNLHWAKALENAGAHVIYGITGFKVHAKVSQVIRKQI
QGDKLKFYMHLGSTGNYNAGSSAKIYTDVSYFTSKRAEEF

NTDB id 72047 CFVI03293 RS04410 WP 002849380.1 ELKARFDEENNLHWAKALENAGAHVIYGITGFKVHAKVSQVIRQIGDKLKFYMHLGTGNYNGSSAKIYTDVSYFTSREEF 471
NTDB id 1243 CJJ81176 RS06550 WP 223209681.1 ELKARFDEENNLHWAKALENAGAHVIYGITGFKVHAKVSQVIRKQGDKLKFYMHLSTGNYNASSAKIYTDVSYFTSKAEF 480
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!! !!!!!*!!!!!!!!!!!!!!* !!

logo AKRDTTSTFFHI LSGFSKNRRLNQATLSMSPMNQIKEKRVI
LEMIKR I

NEATKSKMGKKNDEGKVI IVAKMNASLVDSDI
V IKQAELYENASMRAEGVQIDL I I

NTDB id 72047 CFVI03293 RS04410 WP 002849380.1 AKDTTTFFHILSGFSKNRRLNALSMSPMQIKERVIEMIKNEAKMGKDGKIIAKMNALVDSDVIKELYNASRAGVQIDLII 551
NTDB id 1243 CJJ81176 RS06550 WP 223209681.1 ARDTTSFFHILSGFSKNRRLQTLSMSPNQIKEKVLEMIRIETSKKNEGVIVAKMNSLVDSDIIQALYEASMEGVQIDLII 560
consensus !*!!!*!!!!!!!!!!!!!!* !!!!! !!!!*!*!!!* ! *! !*!!!! !!!!!*! !! !! !!!!!!!!



logo RGICCLKRPADEVEEGMYSEKNIRVRS I IGKYLEHAR I
VFYFKHASENPKNFYFYI SSADWMPRNLERRLELMTP IYDEESRVLSKQAGKLASEQFI LRLVQ

NTDB id 72047 CFVI03293 RS04410 WP 002849380.1 RGICCLRPAVEGMSENIRVRSIIGKYLEHARIFYFKHANPKFYISSADWMPRNLERRLELMTPIYESVLQGKLSEILRVQ 631
NTDB id 1243 CJJ81176 RS06550 WP 223209681.1 RGICCLKPDE.EYSKNIRVRSIIGKYLEHARVFYFKHSEPNYFISSADWMPRNLERRLELMTPIYDERSKAKLAQFLRLQ 639
consensus !!!!!!*! * ! !!!!!!!!!!!!!!!!*!!!!! ! **!!!!!!!!!!!!!!!!!!!!!!* *!! !!*!
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F
YKTLKKDGSTDQDSKRAVQTHI LASKLFKENS

NTDB id 72047 CFVI03293 RS04410 WP 002849380.1 LIDNDLSYDLGNDGEYTSVIRADNEKSLNNHEFFENYLNKVFKTLKKGSDQDKVQILASKLFKES 696
NTDB id 1243 CJJ81176 RS06550 WP 223209681.1 LSDNVLAYELKNNGEYEKIPS..SEKIIDSQQTLEEYVSKIYKTLKKDTDQSRATHLASKLFKEN 702
consensus ! !! ! !*! ! !!! ** ** !! * * ! !* !**!!!!! *!! * *!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


