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(e LANL LTRSS ALV VLU DR AR AR

SIMYLSLGOQVILITAGLTLGIYDFRHQEYPLLVWMTFH IL AIY8GWRL M BFL LGI AHFIDIRMGAGDFLFLASC VFS
YSWGYLSLGQVILITAGLTLGIYDFRHQEYPLLVWMTFHLIL ASSGWNLVMVIJFLALGILAHFIDIRMGAGDFLFLASCALVFS
iQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFLFLASCALVFS

YSWELLSLSQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFLFLASCALVFS
YSWELLSLBQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFLFLASCALVFS
YSWELLSLGQV LITAGLTLGIYDF HQEYPLLVWMTFHLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFLFLASCALVFS

(e ERAT AP HRRER L FLLA v AL

VIELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLV
VITELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLV
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non conserved
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