
logo MNKKTRQTL IGLLVLLLLSTGSYYIKQMQPSAPNSPKTNLSQKKQGAPSEAPSQALAESVLTDAVKSQIKGSLEWNGSGAF IVNGNKT
NTDB id 71892 EL271 RS09655 WP 001036787.1 MNKKTRQTLIGLLVLLLLSTGSYYIKQMQSAPNSPKTNLSQKKQGPEAPSQALAESVLTDAVKSQIKGSLEWNGSGAFIVNGNKT 85
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NTDB id 187 SPR RS08930 WP 001036779.1 MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWNGSGAFIVNGNKT 85
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logo NLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGHLLGYAL IGGL
NTDB id 71892 EL271 RS09655 WP 001036787.1 NLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGHLLGYALIGGL 170
NTDB id 262 KZH43 RS08770 WP 001036779.1 NLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDRGHLLGYALIGGL 170
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logo DGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQI EAKSSDGELEFNVLVP
NTDB id 71892 EL271 RS09655 WP 001036787.1 DGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVP 255
NTDB id 262 KZH43 RS08770 WP 001036779.1 DGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVP 255
NTDB id 221 SPD RS09380 WP 001036779.1 DGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVP 255
NTDB id 187 SPR RS08930 WP 001036779.1 DGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEAKSSDGELEFNVLVP 255
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