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NTDB id 421 SGO RS10260 WP 012131060.1 ..........................................MKFRKQHY..RAQVDTRDCGVAALAMIFGYYGSYFSLATLREK 41
NTDB id 483 SM12261 RS00275 WP 000668315.1 ..........................................MKFGKRHY..RPQVDQMDCGVASLAMVFGYYGSYYSLAHLREL 41
NTDB id 511 SMSK321 RS10730 WP 000668322.1 ..........................................MKFGKRHY..RPQVDQMDCGVASLAMVFGYYGSYYSLAHLREL 41
NTDB id 247 KZH43 RS00220 WP 000668290.1 ..........................................MKFGKRHY..RPQVDQMDCGVASLAMVFGYYGSYYFLAHLREL 41
NTDB id 206 SPD RS00235 WP 000668290.1 ..........................................MKFGKRHY..RPQVDQMDCGVASLAMVFGYYGSYYFLAHLREL 41
NTDB id 171 SPR RS00230 WP 000668290.1 ..........................................MKFGKRHY..RPQVDQMDCGVASLAMVFGYYGSYYFLAHLREL 41
NTDB id 131 SP RS00255 WP 000668284.1 ..........................................MKFGKRHY..RPQVDQMDCGVASLAMVFGYYGSYYFLAHLREL 41
NTDB id 71844 EL277 RS12650 WP 167750760.1 ..................................................................................... 0
NTDB id 358 SMU RS01425 WP 002263523.1 MKQVIYVVLIVIAVNILLEIIKRVTKRGGTVSSSNPLPDGQSKLFWRRHYKLVPQIDTRDCGPAVLASVAKHYGSNYSIAYLREL 85
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NTDB id 421 SGO RS10260 WP 012131060.1 AKTTNDGTTALGLVKVAEGLNFETRAFKADMSLFDLEEVSYPFIAHILKDGKLLHYYVVTGQDKHTIHIADPDPQVKMTKISRER 126
NTDB id 483 SM12261 RS00275 WP 000668315.1 AKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPGVKLTKLPRER 126
NTDB id 511 SMSK321 RS10730 WP 000668322.1 AKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKGSIHIADPDPGVKLTKLPRER 126
NTDB id 247 KZH43 RS00220 WP 000668290.1 AKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPGVKLTKLPRER 126
NTDB id 206 SPD RS00235 WP 000668290.1 AKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPGVKLTKLPRER 126
NTDB id 171 SPR RS00230 WP 000668290.1 AKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPGVKLTKLPRER 126
NTDB id 131 SP RS00255 WP 000668284.1 AKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPGVKLTKLPRER 126
NTDB id 71844 EL277 RS12650 WP 167750760.1 ..................................................................................... 0
NTDB id 358 SMU RS01425 WP 002263523.1 SKTNKQGTTALGIVEAAKKLGFETRSIKADMTLFDYNDLTYPFIVHVIKGKRLQHYYVVYGSQNNQLIIGDPDPSVKVTRMSKER 170
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NTDB id 421 SGO RS10260 WP 012131060.1 FEQEWTGITIFLAPSPAYKPSQEKKNGLLDFIPLLIKQKGLITNIVLATLLVTLINIVGSYYLQSIIDTYVPDHMKTTLGMISIG 211
NTDB id 483 SM12261 RS00275 WP 000668315.1 FAEEWTGVTLFMAPSPDYKPHKDQKNGLLSFIPILVKQRGLIANIVLATLLVTLINIVGSYYLQSIIDTYVPDQMRSTLGIISIG 211
NTDB id 511 SMSK321 RS10730 WP 000668322.1 FAEEWTGVTLFMAPSPDYKPHKDQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTYVPDQMRSTLGIISIG 211
NTDB id 247 KZH43 RS00220 WP 000668290.1 FEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTYVPDQMRSTLGIISIG 211
NTDB id 206 SPD RS00235 WP 000668290.1 FEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTYVPDQMRSTLGIISIG 211
NTDB id 171 SPR RS00230 WP 000668290.1 FEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTYVPDQMRSTLGIISIG 211
NTDB id 131 SP RS00255 WP 000668284.1 FEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTYVPDQMRSTLGIISIG 211
NTDB id 71844 EL277 RS12650 WP 167750760.1 ..................................................MVTIINIGGSYYLQGILDEYIPNQMKSTLGIISVG 35
NTDB id 358 SMU RS01425 WP 002263523.1 FQSEWTGLAIFLAPQPNYKPHKGEKNGLSNFFPLIFKQKALMTYIIIASLIVTLIDIVGSYYLQGILDEYIPDQLISTLGMITIG 255
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NTDB id 421 SGO RS10260 WP 012131060.1 LIIVYILQQFLSYAQEYLLLVLGQRLSIDVILSYIKHVFQLPMSFFATRRTGEIVSRFTDANRIIDALASTILSIFLDVSIVSII 296
NTDB id 483 SM12261 RS00275 WP 000668315.1 LVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSIIDALASTILSIFLDVSTVVII 296
NTDB id 511 SMSK321 RS10730 WP 000668322.1 LVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSIIDALASTILSIFLDVSTVVII 296
NTDB id 247 KZH43 RS00220 WP 000668290.1 LVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSIIDALASTILSIFLDVSTVVII 296
NTDB id 206 SPD RS00235 WP 000668290.1 LVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSIIDALASTILSIFLDVSTVVII 296
NTDB id 171 SPR RS00230 WP 000668290.1 LVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSIIDALASTILSIFLDVSTVVII 296
NTDB id 131 SP RS00255 WP 000668284.1 LVIVYIFQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSIIDALASTILSIFLDVSTVVII 296
NTDB id 71844 EL277 RS12650 WP 167750760.1 LVITYILQQVMSFSRDYLLTVLSQRLSIDVILSYIRHIFELPMSFFATRRTGEIISRFTDANSIIDALASTILSLFLDVSILILV 120
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NTDB id 421 SGO RS10260 WP 012131060.1 AIVLFSQNSSLFFLTLLGIPVYALIIFLFMKPFEKMNHETMEANSLLSSSIIEDINGIETIKSLTSEKQRYQKIDKEFVTYLKKS 381
NTDB id 483 SM12261 RS00275 WP 000668315.1 SLVLFSQNTNLFFITLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIETIKSLTSESQRYQKIDKEFVDYLKKS 381
NTDB id 511 SMSK321 RS10730 WP 000668322.1 SLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIETIKSLTSESQRYQKIDKEFVDYLKKS 381
NTDB id 247 KZH43 RS00220 WP 000668290.1 SLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIETIKSLTSESQRYQKIDKEFVDYLKKS 381
NTDB id 206 SPD RS00235 WP 000668290.1 SLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIETIKSLTSESQRYQKIDKEFVDYLKKS 381
NTDB id 171 SPR RS00230 WP 000668290.1 SLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIETIKSLTSESQRYQKIDKEFVDYLKKS 381
NTDB id 131 SP RS00255 WP 000668284.1 SLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIETIKSLTSESQRYQKIDKEFVDYLKKS 381
NTDB id 71844 EL277 RS12650 WP 167750760.1 EGVLLAQNPNLFLLSLISIPIYMFIIFSFMKPFEKMNHDVMQSNSMVSSAIIEDINGIETIKSLTSEENRYQNIDSEFVDYLEKS 205
NTDB id 358 SMU RS01425 WP 002263523.1 GGVLLAQNNNLFFLTLLSIPIYAIIIFAFLKPFEKMNHEVMESNAVVSSSIIEDINGMETIKSLTSESARYQNIDSEFVDYLEKN 425
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NTDB id 421 SGO RS10260 WP 012131060.1 FAYGRSESLQKVLKAAARLILNV..LILWLGATLVMDQKISLGQLITYNTLLVYFTNPLENIINLQTKLQSARVANERLNEVYLV 464
NTDB id 483 SM12261 RS00275 WP 000668315.1 FTYSRAESQQKALKKVAHLLLNV..GILWMGAVLVMDGKMSLGQLITYNTLLVYFTNPLENIINLQTKLQTAQVANNRLNEVYLV 464
NTDB id 511 SMSK321 RS10730 WP 000668322.1 FTYSRAESQQKALKKVAHLLLNV..GILWMGAVLVMDGKMSLGQLITYNTLLVYFTNPLENIINLQTKLQTAQVANNRLNEVYLV 464
NTDB id 247 KZH43 RS00220 WP 000668290.1 FTYSRAESQQKALKKVAHLLLNV..GILWMGAVLVMDGKMSLGQLITYNTLLVYFTNPLENIINLQTKLQTAQVANNRLNEVYLV 464
NTDB id 206 SPD RS00235 WP 000668290.1 FTYSRAESQQKALKKVAHLLLNV..GILWMGAVLVMDGKMSLGQLITYNTLLVYFTNPLENIINLQTKLQTAQVANNRLNEVYLV 464
NTDB id 171 SPR RS00230 WP 000668290.1 FTYSRAESQQKALKKVAHLLLNV..GILWMGAVLVMDGKMSLGQLITYNTLLVYFTNPLENIINLQTKLQTAQVANNRLNEVYLV 464
NTDB id 131 SP RS00255 WP 000668284.1 FTYSRAESQQKALKKVAHLLLNV..GILWMGAVLVMDGKMSLGQLITYNTLLVYFTNPLENIINLQTKLQTAQVANNRLNEVYLV 464
NTDB id 71844 EL277 RS12650 WP 167750760.1 FKLSKYSILQTSLKQGNKISSEYPYPMVWRSISHVE................................................. 241
NTDB id 358 SMU RS01425 WP 002263523.1 FKLHKYSAIQTALKSGAKLILNV..VILWYGSRLVMDNKISVGQLITFNALLSYFSNPIENIINLQSKLQSARVANTRLNEVYLV 508
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NTDB id 421 SGO RS10260 WP 012131060.1 KSEFEEKKLIKDLSHFQADIDFRGVSYKYGYGANVLSEIDLHIPAGSKTSFVGVSGSGKTTLAKMMVHFYAPNQGDICLGGVNLN 549
NTDB id 483 SM12261 RS00275 WP 000668315.1 ASEFEEKKTVEDLSLMKGDMTFKQVSYKYGYGRDVLLDINLTIPQGSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLN 549
NTDB id 511 SMSK321 RS10730 WP 000668322.1 TSEFEEKKTVEDLSLMKGEMTFKQVYYKYGYGRDVLSDINLTIPQGSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLN 549
NTDB id 247 KZH43 RS00220 WP 000668290.1 ASEFEEKKTVEDLSLMKGDMTFKQVHYKYGYGRDVLSDINLTVPQGSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLN 549
NTDB id 206 SPD RS00235 WP 000668290.1 ASEFEEKKTVEDLSLMKGDMTFKQVHYKYGYGRDVLSDINLTVPQGSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLN 549
NTDB id 171 SPR RS00230 WP 000668290.1 ASEFEEKKTVEDLSLMKGDMTFKQVHYKYGYGRDVLSDINLTVPQGSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLN 549
NTDB id 131 SP RS00255 WP 000668284.1 ASEFEEKKTVEDLSLMKGDMTFKQVHYKYGYGRDVLSDINLTVPQGSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGSVNLN 549
NTDB id 71844 EL277 RS12650 WP 167750760.1 ..................................................................................... 241
NTDB id 358 SMU RS01425 WP 002263523.1 ESEFEKDGDLSENSFLDGDISFENLSYKYGFGRDTLSDINLSIKKGSKVSLVGASGSGKTTLAKLIVNFYEPNKGIVRINGNDLK 593
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NTDB id 421 SGO RS10260 WP 012131060.1 QLDKQALRQYINYLPQQPYVFNGTILENLLLGAREGTTQEDILRAVELAEIRSDIERMPLNYQTELSADGAGISGGQRQRIALAR 634
NTDB id 483 SM12261 RS00275 WP 000668315.1 QIDKKALRQYINYLPQQPYVFNGTILDNLLLGAKEGTTQEDILRAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALAR 634
NTDB id 511 SMSK321 RS10730 WP 000668322.1 QIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALAR 634
NTDB id 247 KZH43 RS00220 WP 000668290.1 QIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALAR 634
NTDB id 206 SPD RS00235 WP 000668290.1 QIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALAR 634
NTDB id 171 SPR RS00230 WP 000668290.1 QIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALAR 634
NTDB id 131 SP RS00255 WP 000668284.1 QIDKKALRQYINYLSQQPYVFNGTILENLLLGAKEGTTQEDILRAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALAR 634
NTDB id 71844 EL277 RS12650 WP 167750760.1 ..................................................................................... 241
NTDB id 358 SMU RS01425 WP 002263523.1 VIDKTALRRHISYLPQQAYVFSGSIMDNLVLGAKEGTSQEDIIRACEIAEIRSDIEQMPQGYQTEL.SDGAGISGGQKQRIALAR 677
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NTDB id 421 SGO RS10260 WP 012131060.1 ALLTDAPVLILDEATSSLDILTEKRIIDNLMVL.DKTIIFIAHRLTIAERSEQVVVLDQGRIVESGSHKELIEREGFYHHLVNS 717
NTDB id 483 SM12261 RS00275 WP 000668315.1 ALLTDAPVLILDEATSSLDILTEKRIVDNLMAL.DKTLIFIAHRLTIAERTEKVVVLDQGKIVEEGNHADLLAQGGFYAHLVNS 717
NTDB id 511 SMSK321 RS10730 WP 000668322.1 ALLTDAPILILDEATSSLDILTEKRIVDNLMAL.DKTLIFIAHRLTIAERTEKVVVLNQGKIVEEGKHADLLAQGGFYAHLVNS 717
NTDB id 247 KZH43 RS00220 WP 000668290.1 ALLTDAPVLILDEATSSLDILTEKRIVDNLIAL.DKTLIFIAHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
NTDB id 206 SPD RS00235 WP 000668290.1 ALLTDAPVLILDEATSSLDILTEKRIVDNLIAL.DKTLIFIAHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
NTDB id 171 SPR RS00230 WP 000668290.1 ALLTDAPVLILDEATSSLDILTEKRIVDNLIAL.DKTLIFIAHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
NTDB id 131 SP RS00255 WP 000668284.1 ALLTDAPVLILDEATSSLDILTEKRIVDNLIAL.DKTLIFIAHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
NTDB id 71844 EL277 RS12650 WP 167750760.1 .................................................................................... 241
NTDB id 358 SMU RS01425 WP 002263523.1 ALLTQAPVLILDEATSSLDILTEKKIISNLLQMTEKTIIFVAHRLSISQRTDEVIVMDQGKIVEQGTHKELLAKQGFYYNLFN. 760
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