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NTDB id 71841 EL277 RS12430 WP 000506419.1 ....T...........................MVSAKR.........INQVLDLHSSIQNPVQVQLTDE................ 44
NTDB id 370 SMU RS04260 WP 002263294.1 ....NGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQSKKQFENLNDQLFASMWKS 244
consensus * * * * *** **** ** * * * * ****** ** ***** ** * * **

logo

Q
Y
F
R
F
L
M
S
G
S
I
LMMNPLVMNQTVVSSGLTLAIYW

F
K
IGANQFVYEGLFLYKNVMDI

V
C
K
IPMTS I

V
T
V
A
GAKGAIADR I SVFSD

TMAVI
V
F
N
G
S
D
S
I
Y
A
TMGQTVI

VVAGFMMTMYTVAFRRIYF IT I
Q
LP I

RAALQ
NTDB id 369 SMU RS04255 WP 002263293.1 YRLMSLMNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRAL 319
NTDB id 71841 EL277 RS12430 WP 000506419.1 ...........N...........FKGQVEFKDV.........................................TFRY.....AA 61
NTDB id 370 SMU RS04260 WP 002263294.1 QFFSGIMMPLMQ...........FIGNFGYVMVC.....IVGA............TMAINGDITMGTIVAFMTYVRIFTQ.PIAQ 300
consensus ** **** **!** * ** * ** * * * ***** * ** * !

logo

I
N
V

SS
A
E
K
Q

A
G
R

V
I
I
N
T

Q
E
H
L
V

L
Q
V

A
S
A
F
K
NAAELMTNGQRSSTVFVAEHF IKLDGESETEGI

S
E
G
DENE

H
K
Y
S
VKAQDLENAKKRVEKSTGELNVENLFDHIDNPRVSFYFDGRVYSAKPDGNES I LVDGVKNRATVI

Q
V

D
I
E
H
Y

H
D
V
FSFAHSTAHKAGEQTKI

VAFI IVG
NTDB id 369 SMU RS04255 WP 002263293.1 VSAKRINEVLA....LNSSVHFK.........EYSKADNARKGEVEFHDVSFRYSKNS......RAVIEHVSFSAKAGETVAFIG 385
NTDB id 71841 EL277 RS12430 WP 000506419.1 N.SEAVIEHVSFKAETGQTVAFIGSTGSG...........KSTLVNLIPRFYDVSAGEILVDGVNVQDYDFSATAHAGQKVAIVG 134
NTDB id 370 SMU RS04260 WP 002263294.1 I.AQGITQLQSANAAMGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPD.......KTIIHDFSAHAKAGQKIAIVG 377
consensus * * ** **** * ** ** !* * * * !** *** *! * ** **!**!*!!***!**!

logo

S
PTGSAGKSTTLIVNL ILPMKRFYDEAIVTDEKRGMSWIKRS IDGI

V
D
K
N

I
T
V

H
K
Q

A
D
Y
M
S
T
H
R
D
K
S

D
E
L
V
N
H
N
D
K
A
V
F
A
G
S

Y
M
I
V
P
LQRDATVWLFSEGTVIKRDESNI

L
A
I
F
Y
G
NQI

K
S

D
G
H
QAPL

I
D
S
TDAEKQRI

M
V

I
M
W

A
EAALSEKLAAVQGAIV
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