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NTDB id 71766 EL269 RS11585 WP 000456087.1 ..MEYLETININHIAPNPYQPRLEFNTKELEELANSIKINGLIQPIIVRPSAVFGYELVAGERRLRAAKLAKLESIPAIIKSYNN 83
NTDB id 382 SMU RS09895 WP 011074697.1 MMTEQLKYLNTKDINPNPYQPRLQFKTKELEELAQSIKENGLIQPIIVRKSDIFGYDLVAGERRLKAAKLAGLNKIPVIIKKISD 85
consensus ** ! ! *! *! !!!!!!!! ! !!!!!!!!*!!! !!!!!!!!!!*! *!!!*!!!!!!!!*!!!!! ! !! !!!

logo DDSMKQLQAI IVENLQRSDNLNSP I EEAKAYQSNQL ILNQKRKNHSMTHDEDE I
LAKVYI

MGKSRPYI STNSTIRLLNLPLPHL I STQSAI
LEEKGKL ILSQSGHARALLLS ILEP

NTDB id 71766 EL269 RS11585 WP 000456087.1 DDSMQLAIVENLQRSNLSPIEEAKAYSQLLQKKSMTHEELAKYMGKSRPYISNTIRLLNLPPLITSAIEEGKLSSGHARALLSLP 168
NTDB id 382 SMU RS09895 WP 011074697.1 DDSMKQAIIENLQRSDLNPIEEAKAYQNLINRNHMTHDDIAKVIGKSRPYITNSIRLLNLPLHISQALEKGLISQGHARLLLSIE 170
consensus !!!! !!*!!!!!! ! !!!!!!!! *!*** *!!!***!! *!!!!!!!*!*!!!!!!!**!* !*! ! *! !!!! !!!**
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NTDB id 71766 EL269 RS11585 WP 000456087.1 DASQQKDWYQRILTEDISVRRLEKLLKQEKKTNHKSLQNKDVFLKHQENELAQFLGSKVKLTINKDGAGNIKIAFANQEELNRII 253
NTDB id 382 SMU RS09895 WP 011074697.1 KQDLQDKWFQKILTEQLSVHQIERALKSQTKKE..KKTSKDIFLAEKEKELSQSLGLPVVIHYNKKHQGQLKISFSSEEDFNRLM 253
consensus ! !*!*!!!! *!!* *!* !! ! ** !!*!! * ! !! ! !! *! ** !! * !**!! ! !* !!**

logo NKTLKN
NTDB id 71766 EL269 RS11585 WP 000456087.1 NTLK 257
NTDB id 382 SMU RS09895 WP 011074697.1 NKLN 257
consensus ! !
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