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TTVIGPDRLKEMTDLTMTVKGLAGKNIDLADKIGEHIAGLQTLALVLYFVALGALVSY
NTDB id 71754 EL269 RS07595 WP 000851087.1 MKTKSQKTSFFSNLSPYLKGYKLLFALAIVLATLSSLTTVIGPDRLKEMTDLMVKGLAGNIDLAKIGHIAGQLAVLYVLGALVSY 85
NTDB id 370 SMU RS04260 WP 002263294.1 ..MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGKIDLDKIGEIALTLALLYFAGALVSY 83
consensus ** ! ! !** !!!!!!! !!*!!** *!! !!!!!!!!!!!!! ! !!!!! !!! !!!*!! !!*!! !!!!!!
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NTDB id 71754 EL269 RS07595 WP 000851087.1 LASFIVTTIIQKFAQGMRNAIADKINKIPLSYFDSHTQGDTLSRVTNDVDLMTQSFNQSLVTMVASTVLLVGSLIMMFKTDWHLA 170
NTDB id 370 SMU RS04260 WP 002263294.1 TASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVAAIILLIGSIFMMIKTNGALA 168
consensus !!!!!*!*!!!! ! *!!!!!!!!!!*!! !!!!!*!!!!!!!!!!!!!!!!!!!!!!!!*!!! *!!*!!* !! !! *!!
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NTDB id 71754 EL269 RS07595 WP 000851087.1 TTAIISVFSGFALSSIIMVKSQPLFKKQQVNLANISGYVEEIYSGHNIVTSHNARQQAKSDFQLLNDKLHSSMWKSQFFSGIMMP 255
NTDB id 370 SMU RS04260 WP 002263294.1 ATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQSKKQFENLNDQLFASMWKSQFFSGIMMP 253
consensus !!!*!!! !! !!**!! !!!!!!!!!! !!! *!!!!!!*!!!!!*!*!*!! !! ! ! !!! !* !!!!!!!!!!!!!!
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NTDB id 71754 EL269 RS07595 WP 000851087.1 LMQFIGNFGYVMVCVVGAMLAIKGTITMGTIVAFMTYVRIFTQPIGQIAQGITQLQSASAAMGRVFEFLNETNMQEDKHKVLNFP 340
NTDB id 370 SMU RS04260 WP 002263294.1 LMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQLQSANAAMGRVFEFLDEEEIEDENHKVKQLE 338
consensus !!!!!!!!!!!!!!*!!! *!! ! !!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!! !!!!!!!!!! ! * ** !!! * *

logo KFVEKGHNVNSFDEHNVFKFGYSDPDNKTI IHDFSTASEHAKQAPGQKI
VAIVGPTGAGKTTIVNLLMRFYDEVDNRSGMS I S IDDGI

VNIHQDMKTRKSEQVHDAFASMV
NTDB id 71754 EL269 RS07595 WP 000851087.1 KFKGHVSFEHVKFGYSDNKTIIHDFTSEAQPGQKVAIVGPTGAGKTTIVNLLMRFYDVNSGSISIDDINIQDMKRSQVHDAFSMV 425
NTDB id 370 SMU RS04260 WP 002263294.1 KVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMV 423
consensus ! !*! !**! !!!!* !!!!!!!* *! *!!!*!!!!!!!!!!!!!!!!!!!!!*! ! !!!! *!!*!! ! !!!!! !!
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VHHF IKMTLPKGYDTVLDDASVTLSVGQKQLLTIARALLKDNASPLL I LDEATS
NTDB id 71754 EL269 RS07595 WP 000851087.1 LQDTWLFEGTIKENLIFNQTTISDDEVQEAAKAVGIHHFIMTLPKGYDTVLDDAVTLSVGQKQLLTIARALLKNSPLLILDEATS 510
NTDB id 370 SMU RS04260 WP 002263294.1 LQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTVLDDSVTLSVGQKQLLTIARALLKDAPLLILDEATS 508
consensus !!!!!!!!!!*!!!!!*!! *!*!* ! !!!!!!*!!!! !!!!!!!!!!!! !!!!!!!!!!!!!!!!!!! !!!!!!!!!!

logo SVDTRTEEL IQKRAMDHKLMEGRTSFVIAHRLSTIKRNADL I LVMKRDGNI I EQGNSHDQVLMASEQNSGFYADLYNSQFETESAEVA
NTDB id 71754 EL269 RS07595 WP 000851087.1 SVDTRTEELIQKAMDKLMEGRTSFVIAHRLSTIKNADLILVMKDGNIIEQGNHDVLMSQSGFYADLYNSQFESA.. 584
NTDB id 370 SMU RS04260 WP 002263294.1 SVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA 584
consensus !!!!!!!!!!!*!!!*!!!!!!!!!!!!!!!!!*!!!!!!!!*!!!!!!!! !! !! !!!!!!!!!!! **
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