logo

NTDB id 71749 EL269 RS04835 WP 000163020.1
NTDB id 262 KZH43 RS08770 WP 001036779.1
NTDB id 221 SPD RS09380 WP 001036779.1
NTDB id 187 SPR RS08930 WP 001036779.1
NTDB id 152 SP RS09870 WP 001036779.1
consensus

logo

NTDB id 71749 EL269 RS04835 WP 000163020.1
NTDB id 262 KZH43 RS08770 WP 001036779.1
NTDB id 221 SPD RS09380 WP 001036779.1
NTDB id 187 SPR RS08930 WP 001036779.1
NTDB id 152 SP RS09870 WP 001036779.1
consensus

logo

NTDB id 71749 EL269 RS04835 WP 000163020.1
NTDB id 262 KZH43 RS08770 WP 001036779.1
NTDB id 221 SPD RS09380 WP 001036779.1
NTDB id 187 SPR RS08930 WP 001036779.1
NTDB id 152 SP RS09870 WP 001036779.1
consensus

logo

NTDB id 71749 EL269 RS04835 WP 000163020.1
NTDB id 262 KZH43 RS08770 WP 001036779.1
NTDB id 221 SPD RS09380 WP 001036779.1
NTDB id 187 SPR RS08930 WP 001036779.1
NTDB id 152 SP RS09870 WP 001036779.1
consensus

BT LTSN S JTHOE SHADL ARSI

Q
NSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWN

NSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWN
NSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWN

NSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWN
D Lrr b ak Dk LD LT L | '

MM LR T

Q
GSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDR
GSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDR

GSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDR

GSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDR|
PEU D b bbbk b DD Do b b Do Dok Do | PUs bbb b DL e b b DL Dok bk b b L 00| NI

LN

ALKUEET U XL LY LR A

il

GHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQONYYESKVRKALDONKRVRYRVTLYYASNEDLVPSASQIEAKS

GHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEAKS
GHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQONYYESKVRKALDONKRVRYRVTLYYASNEDLVPSASQIEAKS

GHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEAKS
NN

AN LRI EVo

SDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274

285

SDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
SDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274

SDGELEFNVLVPNVQKGLQLDYRTGEVTV Q)
PULR L L b LU Db b L DL b Lo Lok |

K non conserved
B similar
> 50% conserved

170
158
158
158
158

254
243
243
243
243



