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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 71703 ZBT109 RS01605 WP 027704539.1 .MARGVNKVILIGNVGQDPDVRFLPSGNPVCNLRIATSDSWTDRQTGQRQERTEWHSVVLFNKLAEIAQQYVHKGSRLYI 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVANEMKMLGGRNENSG............GAPYDEGYG....QSQEAYQRPAQQSRQPA 140
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVANEMKMLGGRNENSG............GAPYEEGYG....QSQEAYQRPAQQSRQPA 140
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGDVLQMLDSRSSGGD..FGGNQGSGWNQAPAQTNYNQGGYS..DNY........... 143
NTDB id 71703 ZBT109 RS01605 WP 027704539.1 EGRLQTRKWQGQDGQDRYSTEIVANDMQMLDSRGNAGGNDYPNNGGQQ.GGYQPQGGMNNGGQQQGNPYGQPQQQQRSAA 158
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIM........QMLGGRAQQ.GGMPAQGGMNVPAQQ..GSWGQPQQPAKQHQ 149
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FDDEDIPF
NTDB id 1131 NGFG RS05740 WP 003695064.1 PDAPSHPQEAP.....AAP............RRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 SDAPSHPQEAP.....AAP............RRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 .........AQNNNFNGGNATRPQPA.....QKPAAQAEPPMDNFDDDIPF 180
NTDB id 71703 ZBT109 RS01605 WP 027704539.1 PQQPQQPAQQQSQSFGGAPQQQGTPYGQPQQQNNGAPAPGGFDDFDDEIPF 209
NTDB id 1166 A1552VC RS00795 WP 000168289.1 PMQQSA............PQQ....YSQPQY.......NEPPMDFDDDIPF 177
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