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NTDB id 1064 ABD1 RS15725 WP 001046490.1 ...MNKYYILRFNQGFTLIELMVVIVIVAIFASIAIPSYQSYSRRATASAAKSEILKLAEQLEQHKSRNFTYRGFTTTSITLPR. 81
NTDB id 71592 URS RS15190 WP 004988651.1 MKKETGKIRSHHGYGFTLIELMVTVAIVAIFAAIAFPSYQAYTRKAYAAQTQQEIEKLAEQLERHKARNFNYKGFDASFLYKDAS 85
NTDB id 1006 ACIAD RS15005 WP 004923843.1 ........MQHHRQGFTLIELMVVVVIIAIFAAIAIPSYQEYIRRSNLAMAQQEMQKLAEQLERYRSRNFSYKGFDATYLYQDKS 77
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NTDB id 1064 ABD1 RS15725 WP 001046490.1 ......................GGYTIQITDDTTTGNLLTNTAANGQTWVIKATTTDSRNFNFIAKNSGLRCQSLTATAVDNDCG 144
NTDB id 71592 URS RS15190 WP 004988651.1 GVLISNFNNNKQELSLPVDGSSTKYILSIVDQTEGNPLLINSTSLGQGWAIKALSTDDKNDSFLKTSNGIQCKNKTKA....... 163
NTDB id 1006 ACIAD RS15005 WP 004923843.1 GQTLAKFDSTKQIVQLPLDTSNTKYTLAVVDTTTNNPLLTSANAIGQGWAIKAMSADNNNYSLLLTNTGFSCKNKTWA....... 155
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NTDB id 1064 ABD1 RS15725 WP 001046490.1 GTVTCNVCETNSENWQ 160
NTDB id 71592 URS RS15190 WP 004988651.1 .NITFSGCGVGSEIW. 177
NTDB id 1006 ACIAD RS15005 WP 004923843.1 .NISSSSCGTGSESW. 169
consensus *** * !***!! !

X non conserved

X similar

X ≥ 50% conserved


