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SSRSLPACAARASKSRSACFRALNTRACSGFTLVELLVAIA I FAVLSALLGWKI
VFDYL ILKTVKRDRNAEQHEEVHQLFEI LQDAYQQ

NTDB id 71589 URS RS11915 WP 227546592.1 MLLRLSVARLKPRDSKHSSSPCAAAKRCFANRCSGFTLVELLVAIAIFAVLSALGWKVFDYLIKTKDRNAQHEEQLFILQDAYQQ 85
NTDB id 1076 ABD1 RS08075 WP 000594585.1 .MIKNKYIHIRSI....ASRLAARSSSARLTRASGFTLVELLVAIAIFAVLSLLGWKIFDYLLKVRDRNAEHEVHLFELQDAYQQ 80
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VLQRFSKAGVTDPLGKQGLVSPFYER I EYRYDADSQKKVLVYRLKYSTDNLNLTPSNRSAEQPLQSS ITLLKS
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LKINQLVTMVAGTVENYEWIYSLLNDQGTDKAL ISLVLSKQQEQGQNDSASSNNNNSTNNTNHNS
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