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NTDB id 1119 NGFG RS11465 WP 017147169.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGKWPENNTSAGVASPPT 78
NTDB id 1109 OK783 RS10670 WP 157147416.1 .......MNTLQKGFTLIELMIVIAIVGILAAVALPAYQDYTARAQVSEAILLAEGQKSAVTEYYLNHGIWPKDNTSAGVASA.S 77
NTDB id 71579 URS RS06760 WP 126624253.1 ..............MECTILMIVIAIIGILAAIAIPAYQDYTIRARVSEAITALSAAKATVSENIANNGGVIASGACNGYTNLAS 71
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLSV..........G 75
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPSTAGSSCVG 77
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGYV.... 72
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGYV.... 72
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NTDB id 1119 NGFG RS11465 WP 017147169.1 D......IKGKYVKE.....VEVKNGVVTATMLSSGVNNEIKGKKLSL..........WGRRENGSVKWFCGQPVTRADDDTVAD 142
NTDB id 1109 OK783 RS10670 WP 157147416.1 T......IKGKYVQK.....VEVAKGVVTAQMASTGVNKEIQDKKLSL..........WAKRQDGSVKWFCGQPVTRTGDNDDTV 141
NTDB id 71579 URS RS06760 WP 126624253.1 ........ATANLT...STTCTDATG.VVVASTTA....KAGGIQIKMTPT.........VNADKSVVWSCGTL........... 120
NTDB id 1424 RS RS02795 WP 011000517.1 SSVF...TPTKNVANLTIAGTGTVPGQITVTYTT.....AAGGGTLALVPTAAGTALPVSSAPSGPIMWTCYAQNKAQAASS.VA 151
NTDB id 1002 ACIAD RS15100 WP 004923779.1 VQEISASNATTNVAT..ATCGASSAGQIIVTMDTT....KAKGANITLTP..........TYASGAVTWKCTTT........... 135
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .....SPAATPNVQS..IAIG..ANGVITITYTA.....AAGGGTIIMTPT.........LQANGDVTWTCTGG........... 123
NTDB id 1274 LPP RS09530 WP 011214168.1 .....SPAATPNVAS..IAIG..ANGVITITYTA.....AAGGGTIVMTPT.........LQANGDVTWTCTGG........... 123
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NTDB id 1119 NGFG RS11465 WP 017147169.1 AKDGKEIDTKHLPSTCRDKASDAK 166
NTDB id 1109 OK783 RS10670 WP 157147416.1 ADANNAIDTKHLPSTCRDESSAT. 164
NTDB id 71579 URS RS06760 WP 126624253.1 .....ASSYKYVPAECRNTVSF.. 137
NTDB id 1424 RS RS02795 WP 011000517.1 PSGTMSLAAKYAPAECR....... 168
NTDB id 1002 ACIAD RS15100 WP 004923779.1 .....S.DKKYVPSECRG...... 147
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .....TLLAKYRPASCRP...... 136
NTDB id 1274 LPP RS09530 WP 011214168.1 .....TLLAKYRPASCRP...... 136
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