
logo MKSLQRDQEFLDNQKETLDPSKLPEQSVAGLAQSAPKKKRKFLMTNVLEDKFFLQQFNMTLDMS
NNYGGSWP I

LSVKITCWI F I FFLAVLCALGYF ILVAVIKQRPQKLQDDAIDQSNTAQAQEKQSNLLN
NTDB id 1056 ABD1 RS15860 WP 000076101.1 MSQDELQELSLEQLSAKKKKFNLDKFLQQFNTLDMNNYGSWPISVKITCWIFIFFAVLALGYFIVIQPKLQAIDNAQAQESNLLN 85
NTDB id 71575 URS RS06600 WP 044434144.1 MSRDEFNELDPEVAAPKKKKLTLDKFLQQFNTLDMNNYGGWPLSVKITCWIFIFFAVCALGYFLAIKPKLDAISTAQAQEQNLLN 85
NTDB id 1012 ACIAD RS15185 WP 004923719.1 MKLDQLDKTPKESGQPKKKRMNVEKFFQQFNMLDMSNYGSWPLSVKITCWIFIFFLVCALGYFVVIRPQLDDIQTAQAQEKNLLN 85
consensus !* !***** ! * *!!!*****!!*!!!!*!!!*!!!*!!*!!!!!!!!!!!!*!*!!!!!**!*!*!**! *!!!!! !!!!

logo EFREKQDSKLRNLQQYQHVQLEQEMEQRSASNFNQQLAETQLPKESTE IPGSLVEDINLMTGVNSGLKFKNIRLEDNEVKQE I
FF I EQP IAS IDEATGDYH

NTDB id 1056 ABD1 RS15860 WP 000076101.1 EFREKDSKLRNLQQYQVQLQEMQANFNQQLEQLPKETEIPSLVEDINLTGVNSGLKFKNIRLEDEVKQEIFIEQPIAIEATGDYH 170
NTDB id 71575 URS RS06600 WP 044434144.1 EFREKDSKLRNLQQYQVQLQEMESNFNQQLAQLPKETEIPSLVEDINMTGVNSGLKFKNIRLENEVKQEFFIEQPISIDATGDYH 170
NTDB id 1012 ACIAD RS15185 WP 004923719.1 EFREKQSKLRNLQQYQHQLEEMRASFNQQLTQLPKESEIPGLVEDINMTGVNSGLKFKNIRLENEVKQEFFIEQPISIEATGDYH 170
consensus !!!!!*!!!!!!!!!!*!!*!! **!!!!! !!!!!*!!!*!!!!!!*!!!!!!!!!!!!!!!*!!!!!*!!!!!!*!*!!!!!!

logo AFGAFVSAGS IAALPR IVTMLHDFTVVIDEAGVSKPQASVKDKNEKASTDIPVE I
L
V

D
N
SYAS IVKAKTYRYVIGVATDEDTQAGSENSAGQASTAGSAKVAPQAPVNATAGSTAKSTTNPATQTGGVQTPK

NTDB id 1056 ABD1 RS15860 WP 000076101.1 AFGAFVSSIAALPRIVTMHDFTVDVSPAKDNKSDIPVLNYSIKAKTYRYVGATDTSEQTGKAPAASASTNTT.VQPK 246
NTDB id 71575 URS RS06600 WP 044434144.1 AFGAFVSAIAALPRIVTLHDFVIEGKQV.KEKADIPEISYSVKAKTYRYIGADDQASGASAPVAAGAK......... 237
NTDB id 1012 ACIAD RS15185 WP 004923719.1 AFGAFVSGIAALPRIVTLHDFVIEAKQS.KEKTDIPEVDYAVKAKTYRYIGVDEQGNASAVQANTSTTTPAQGGTP. 245
consensus !!!!!!!*!!!!!!!!!*!!!****** **!*!!!** !**!!!!!!!*!***** *** ****** *
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