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NTDB id 71568 URS RS03935 WP 004985575.1 MKKVLHGIRSFNALGLKKHCIAVAICAGLGMTGLSATYAASPNVNPPSLRASAPNVYVVKKGDTLWDISGKFLDKPWRWPEIWAS 85
NTDB id 1053 ABD1 RS00870 WP 000755276.1 MKKVFNGMVNFHALGIKKHLLALALCTGVAIGTIAEVHATSPNHNPPSLKSNAPNVYVVKRGDTLWDISGHFLNKPWRWPEIWAS 85
consensus !!!! *!* !*!!!*!!!**!*!*! !*** * *! !!!*!!!!!* !!!!!!!!*!!!!!!!!!*!! !!!!!!!!!!!

logo NKQHVKNPHWIYPGDRLLLCSTLDGRPLVGKRDEGDGCEVGI IRRYSTGQRTTHTLQPQVR I
VEAQLNSNSTI

VPVIPLDEHNIKQWLDENRSTATI LVAPASDS I
NTDB id 71568 URS RS03935 WP 004985575.1 NKHVKNPHWIYPGDRLLLCTLDGRPLVGRDEGDGCEGIIRRYSGRT.TLQPQVRIEQLSNTIPVIPLDNIKQWLDRTAIVASDSI 169
NTDB id 1053 ABD1 RS00870 WP 000755276.1 NQHVKNPHWIYPGDRLLLCSLDGRPLVGKDEGDGCVGIIRRYTGQTTHLQPQVRVEALNNSVPVIPLEHIKQWLENSTILPADSI 170
consensus ! !!!!!!!!!!!!!!!!!*!!!!!!!!*!!!!!! !!!!!!*! !**!!!!!!*! ! !**!!!!!**!!!!!* * !** !!!
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NTDB id 71568 URS RS03935 WP 004985575.1 ENTPYILGTADQRVLAGKGQNVYVRGQGLTSGQRYAVYRKGEPYVLTDANGKKHTVGLELLQVASGIVTQVDHDIATMELTDSYN 254
NTDB id 1053 ABD1 RS00870 WP 000755276.1 TNTPYIVGTADQRVLAGKGQTIYARGQGLINGQRYAVYREGEPYYFTDNKGKKHSLGIELLQVASGVAVSSEKDITTLELTDSYN 255
consensus !!!!!*!!!!!!!!!!!!! *! !!!!! !!!!!!!! !!!! !! !!!!**!*!!!!!!!!* **!! !*!!!!!!!

logo AEVRRGDLRVMF
PEEQEQAMTLPTLFYPTVDEAKNQVTDQGGKQI IRVMGS IGRSAAKNSVVTI

LDRGRTLTDQGI
VQSVGHQVFADITYQQGESTI

V
Q
RDPKTKERVI

NTDB id 71568 URS RS03935 WP 004985575.1 AEVRRGDLVMFEQEAMLPTLFYPTEANQVTQGGQIIRVMGSIGSAAKNSVVTIDRGRLDGVQSGHVFAIYQQGETVQDPKTKERI 339
NTDB id 1053 ABD1 RS00870 WP 000755276.1 AEVRRGDRVMPEEQATLPTLFYPVDAKQVTDGGKIIRVMGSIGRAAKNSVVTLDRGTTQGIQVGQVFDITQQGESIRDPKTKEVI 340
consensus !!!!!!! !!*! ! !!!!!!! *! !!! !! !!!!!!!!! !!!!!!!!*!!! !*! !*!! ! !!!!** !!!!!! !
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VGSTLMVFRTFDQLSYAYVLESDSLP IKVGASES I LQPSPQRFLDND
NTDB id 71568 URS RS03935 WP 004985575.1 KLPNQKVGTLMVFRTFDQLSYAYVLESSLPIKVGAEILPPRLDD 383
NTDB id 1053 ABD1 RS00870 WP 000755276.1 QLPGQQIGSLMVFRTFDQLSYAYVLESDLPIKVGSSIQSPQFND 384
consensus !! ! *!*!!!!!!!!!!!!!!!!!! !!!!!! ! *! !
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