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NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPVAMITA 83
NTDB id 71566 URS RS03690 WP 026039946.1 MVNKQPLVLLVDDEEDLCALMQMTLARMGIATHCAYRIAQAKELLQNNNYDACLTDLNLPDGNGLDLVHYVTQHWSHLPIAVLTA 85
NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPIAVLTA 85
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 YGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNP...EAEEAPVDNRLLGESPPMRALRNQIGKLARSQAPVYISGES 165
NTDB id 71566 URS RS03690 WP 026039946.1 YGNMDIAIAALKAGAFDFVSKPVNQIHLEQLLQKAFNRPQKQVINDEDSLENRLLIGRSAPIQQLRTTLKKIARSQAPVFVTGES 170
NTDB id 1045 H0N27 RS16330 WP 168727019.1 YGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIARSQAPVFVTGES 170
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 GSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDEVADLPMAMQVKLLRA 250
NTDB id 71566 URS RS03690 WP 026039946.1 GTGKEVIANLVHRLSNRSEGPFIAINCGAIPSELLESELFGHKKGSFSGATQDKQGLILSAHGGSLFLDEIAELPLNMQVKLLRA 255
NTDB id 1045 H0N27 RS16330 WP 168727019.1 GTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDEIAELPLSMQVKLLRA 255
consensus !*!!!**!*!*!****!*!*!!***!!!!!!*!!*!!!*!!!!!!!!*!!**!!!!!***!*!!*!!!!!*!*!!* !!!!!!!!

logo

I
VQEKAKI

VRAPVGGSDEQHQEVIADVDVFR I
V
L
I
C
SATSHKQDLADEALTELVGQRAQGRKFRQDLYFYFRLINHVI

M
E
DLEIRVLPPLRERRGQEDVIPLLLAEHNRHI

F
L
I
K
Q
R
K
I
L
V

A
C
A
G
M

D
E
T
W
G
E
I
L
TPAPVAKI

Q
RL

NTDB id 1473 PAKAF RS24000 WP 003094694.1 IQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPLLAERILKRLAGDTGLPAARL 335
NTDB id 71566 URS RS03690 WP 026039946.1 VQEKKVRPVGSEHEIDVDFRVISASHQDLETLVQQGKFRQDLFFRIHVMDLELPPLRERGQDILLLAHHFIQKVCAEWEIPVKIL 340
NTDB id 1045 H0N27 RS16330 WP 168727019.1 VQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLLLANHFIQKICMEWETPPKQL 340
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 TGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADA.......PGASQ...............EGAASLSEIDNL 398
NTDB id 71566 URS RS03690 WP 026039946.1 SERAQTFLLEQYFPGNVRELRNMMERAITLSDDHQIDLPHLQTAPFRYSQATAPIQHHSDYLSSANSNHSVPTTLANNKLPHEGL 425
NTDB id 1045 H0N27 RS16330 WP 168727019.1 TEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPF.ASAA.....QSIQTTVAAPQAVKKLPSEGL 419
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 EDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
NTDB id 71566 URS RS03690 WP 026039946.1 EQYLENVEKEILLNALNLTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTEEI... 476
NTDB id 1045 H0N27 RS16330 WP 168727019.1 ERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
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